
logo MKQGSLQSLRLVSQHLALTPQLQQS IRLLQLSTI
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NTDB id 25544 RFER RS03880 WP 011463101.1 MKQGLSLRVSQHLALTPQLQQSIRLLQLSTLELSAEVDQMLDDNPFLEMTADESPREEFGLAQADTPVRGDDLDAERATSSVADY 85
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSA........RIGADGSVNALQSSSATPL 77
consensus !!! ! !!*!!!!!!!!!!!!!!!!!!!!!*!! !!*! ! *!! !! * * ********** *! *!! *

logo PTESTPRAPPTAAENDGASDNDHASDPLSADTADAEAQSWYENGGSDFGDSASDSLYAGPTDEDRSDEWGSGLDADFKARKSNPNQLSDNEGDDDRADPVMTEQLARERATEQPVSTLQQRESFHLHMAEQALALAPLKRLS
NTDB id 25544 RFER RS03880 WP 011463101.1 PTETRATAENDSNDSPLSADDAQSWE..GDGSASLAPDDSEWGGDAKARSNNLNGDDDADVTELARTQVSLQSHLHAQALALRLS 168
NTDB id 1425 RS RS02020 WP 011000369.1 PTESPPPAANGADHAD...TAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAP.MQLREAEPTQREFLMEQLAPLKLS 158
consensus !!!****! ! * **** !*!** ! *** !*! ! !! ** !! !** ! ** *!* ! *!*!!
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QFL I ESLDNDDEGYLETDGSTLDTES ILALAEDGLAPAGEGDLEAQVEQVELLVDHEHFLQTAVALGRLMLQSFLDEPAGI
VGARDSALAECLSTLQLQRARLDQQSLPERLEP

NTDB id 25544 RFER RS03880 WP 011463101.1 AEDRAALQFLIESLNDDGYLEDTLTSLAEGLAGGDEAQVEQLVHHFTVALGLLQSLEPAGVGARDLAECLSLQLRALQQLERLEP 253
NTDB id 1425 RS RS02020 WP 011000369.1 PRDKGLVIFLIESLDDEGYLTGSLDEILADLPAEL....EVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSP..... 234
consensus * !** * !!!!!! !*!!! *! * !** ****! *** !! *!!! *!!!*!!! !!!!*!!! ! ******
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NTDB id 25544 RFER RS03880 WP 011463101.1 ARAATVQVALRICAQPMELLARRDVKRLMLLCDATDAAVREAIALIARLEPKPGRRFVNVERNIVVPDVLVIQVGQGTQAKFQVR 338
NTDB id 1425 RS RS02020 WP 011000369.1 ....AKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTA....AGWMAQ 311
consensus **** **!! !* ! *!!!! !! !! * !* ** !* !! ! ! !!* ! ! !!!!!*! *****! *
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MYANQAI ILKRQSHSKRGEGGSNDASGSAYAANLQQKRLQEARWFL IKNIQQRFDTI LRVSQSAIVERQKSFFMTHGE I
LAMRPLVLRE

NTDB id 25544 RFER RS03880 WP 011463101.1 LNTDVMPRLRVHDIYANAIKQHKGGGNDASSYAALQQRLQEARWFIKNIQQRFDTILRVSSAIVERQKSFFMHGELAMRPLVLRE 423
NTDB id 1425 RS RS02020 WP 011000369.1 LNPDVMPRLRINDMYAQILRSSRGES....GAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLRE 392
consensus !!*!!!!!!!**!*!!* ** **! **** ! !!!*!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!! !!!*!!!!!!!!!

logo IADEETLGLHESTI SRVTTANKYMATPFMGTFELKYFFGSGHLVGSTESTGGANASSTAI
VRAL IKQFL IVGSAEDSPAKKNPLSDHSQR I

L
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NTDB id 25544 RFER RS03880 WP 011463101.1 IAEELGLHESTISRVTTAKYMATPFGTFELKYFFGSGLGTESGGNASSTAVRALIKQFISAESPAKPLSDHQLSEMLKEQGIECA 508
NTDB id 1425 RS RS02020 WP 011000369.1 IADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVA 477
consensus !!* !!!!!!!!!!!!! !!!!!! !!!!!!!!!!!** !!*!! !!!!!*!!!!!! * !! ! !!!!* * !*! !!! *!

logo RRTVAKYREAGLKR IAPAPAVNSLRKASL
NTDB id 25544 RFER RS03880 WP 011463101.1 RRTVAKYREGLRIAPASLRKAL 530
NTDB id 1425 RS RS02020 WP 011000369.1 RRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!*!*!** !!! !
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