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NTDB id 170 SP RS09755 WP 000642718.1 e

NTDB id 280 KZH43 RS08670 WP 000642700.1

NTDB id 205 SPR RS08830 WP 000642700.1

NTDB id 239 SPD RS09270 WP 000642701.1

NTDB id 538 SMSK321 RS11060 WP 000642686.1

NTDB id 510 SM12261 RS08320 WP 000642690.1
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NTDB id 124 BSU 16930 NP 389575.2

NTDB id 255428 CUU60 RS00160 WP 016821004.1

NTDB id 462 GPW51 RS00385 WP 012774894.1

NTDB id 412 SMU RS09535 WP 002262393.1

NTDB id 170 SP RS09755 WP 000642718.1

NTDB id 280 KZH43 RS08670 WP 000642700.1

NTDB id 205 SPR RS08830 WP 000642700.1

NTDB id 239 SPD RS09270 WP 000642701.1 FFAIRRPDYARTPNNERQQIVEGAIPLPNETGLAVGGLEVDGVTYVVLPGPPSE

NTDB id 538 SMSK321 RS11060 WP 000642686.1 FFAQRPDYARTPNNERQAQIVEGAEPLPNETGLAVGG LEVDGVTYVVLPGPPSE

NTDB id 510 SM12261 RS08320 WP 000642690.1
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NTDB id 255428 CUU60 RS00160 WP 016821004.1

NTDB id 462 GPW51 RS00385 WP 012774894.1

NTDB id 412 SMU RS09535 WP 002262393.1

NTDB id 170 SP RS09755 WP 000642718.1 TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEAN

NTDB id 280 KZH43 RS08670 WP 000642700.1 TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEAN

NTDB id 205 SPR RS08830 WP 000642700.1 TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEAN

NTDB id 239 SPD RS09270 WP 000642701.1 TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEAN

NTDB id 538 SMSK321 RS11060 WP 000642686.1 TGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEAN

NTDB id 510 SM12261 RS08320 WP 000642690.1
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NTDB id 124 BSU 16930 NP 389575.2 I
NTDB id 255428 CUU60 RS00160 WP 016821004.1
NTDB id 462 GPW51 RS00385 WP 012774894.1
NTDB id 412 SMU RS09535 WP 002262393.1
NTDB id 170 SP RS09755 WP 000642718.1 QUMLDILENQIL [®#QTFEG SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA
NTDB id 280 KZH43 RS08670 WP 000642700.1 QUMLDILENQIL [@®QTFEG SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAN
NTDB id 205 SPR RS08830 WP 000642700.1 QEILDILENQIL [@®QTFEG SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAN
NTDB id 239 SPD RS09270 WP 000642701.1 QUMLDILENQIL [@®QTFEG SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVAN
NTDB id 538 SMSK321 RS11060 WP 000642686.1 QULDILENQILMAQTFEG SLRDCYGYGEESLASIVVEELK QGKTIWAAESLTAGLFQATVA
NTDB id 510 SM12261 RS08320 WP 000642690.1 QULDILENQILHQTFEG SLRDIMCYGYGEETSLASIVVEELKRQGKTIW AESLTAGLFQARIVAWN
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NTDB id 255428 CUU60 RS00160 WP 016821004.1 YDY|® GDHAP KEVLVLMIMD S TGVAGPE PVGIRV IG ' AQIA0e
NTDB id 462 GPW51 RS00385 WP 012774894.1 Q . DG IV L APEIGR
NTDB id 412 SMU RS09535 WP 002262393.1 Q Din ISLTGVAGPDSLEG PGTVFIGL SSKR.
NTDB id 170 SP RS09755 WP 000642718.1 NNGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ .
NTDB id 280 KZH43 RS08670 WP 000642700.1 NNGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ
NTDB id 205 SPR RS08830 WP 000642700.1 NNGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ
NTDB id 239 SPD RS09270 WP 000642701.1 BMNGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ
NTDB id 538 SMSK321 RS11060 WP 000642686.1 ..
NTDB id 510 SM12261 RS08320 WP 000642690.1 ..
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NTDB id 255428 CUU60 RS00160 WP 016821004.1 YEMUESENRETIRMISEMKAILYRLERRIAYENEKE. . . . . 422
NTDB id 462 GPW51 RS00385 WP 012774894.1 KE CFUBRINTIR. ... L. 393
NTDB id 412 SMU RS09535 WP 002262393.1 IKVIGGRSR . RO TINRSIHKNL V 418
NTDB id 170 SP RS09755 WP 000642718.1 IKVNIGGRSRAR 418
NTDB id 280 KZH43 RS08670 WP 000642700.1 IKVNIGGRSRAR 418
NTDB id 205 SPR RS08830 WP 000642700.1 IKVNIGGRSRAR 418
NTDB id 239 SPD RS09270 WP 000642701.1 IKVNIGGRSRAR 418
NTDB id 538 SMSK321 RS11060 WP 000642686.1 IKVNIGGRSRAR 418
NTDB id 510 SM12261 RS08320 WP 000642690.1 IKVNIGGRSRAR .. . . 418
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