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NTDB id 255343 CUC43 RS02285 WP 029439919.1 MNGIESFANTILKEACRVQASDLHIVPRQKDVVVQLRIGKDLMTKQCIEKEFGEKLVSHFKFLASMDIGERRKPQNGSLY 80
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
consensus ! !! ** !!* !!!*!!!!! *! *** !* * !* ! ** !! * *!*!!!!!! !!!!!!!!!!!!!!
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PQAYNS IPQPS ILDSHKLSLFPKSTAGAKKTLLSFLHKHYSHGLML IVFTGPTGSGKTTTLMYASLLVEQVY
NTDB id 255343 CUC43 RS02285 WP 029439919.1 LQMDGQEVYLRLSTLPTVYQESLVIRLHLQASIQPLSHLSLFPSTAKKLLSFLHYSHGLLVFTGPTGSGKTTTMYALLEV 160
NTDB id 96 BSU 24730 NP 390353.1 LKLKEGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY 160
consensus ! * !*!!*!!!!!* !!!!!!***! !*** *!!!!! !* !!!!!**!!!*!*!!!!!!!!!!!!*! !*

logo

A
I
K
RKHKFKNTRNR IVTLEDPVEKTRDSDEDLVLQI

VQI
VNEKAGI

VTYESAGLKAI LRHDPDMVI ILLVGE IRDAEETAEKIA I
VRAASLMTGHLVLMTSTLH

NTDB id 255343 CUC43 RS02285 WP 029439919.1 IRKKKTRRIVTLEDPVEKRSDDLLQIQINEKAGITYEAGLKAILRHDPDVILVGEIRDEETAKIAIRASLTGHLVMTTLH 240
NTDB id 96 BSU 24730 NP 390353.1 AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLH 240
consensus *!* ! !!!!!!!!! ! *!*!!*!*!!!!!*!! !!!!!!!!!!!!*!**!!!!! !!! !!*!! *!!!!!*!*!!

logo TNRDAKRGAI LYRFL ILDEFGINTMRNQE I EQSTLVI
LA IAAQRLVDELAKCPFCENNRGKCSSTVLYCKRQSMSRNQTVRQRAS IVYELLYGKYENLKQQAC IKQEGAKNGEN

NTDB id 255343 CUC43 RS02285 WP 029439919.1 TNDARGAILRFIDFGITRQEIEQSLLAIAAQRLVELKCPFCNRKCST.LCKSMRQVRQASIYELLYGYELKQAIKGANGE 319
NTDB id 96 BSU 24730 NP 390353.1 TRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN 320
consensus ! !!*!!! ! **!!! *!!!!***!!!!!!!!*! !!!! !!** !* !* ! !!*!!!!!! ! !*! ! !
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NTDB id 255343 CUC43 RS02285 WP 029439919.1 CVTSKHETLESSIRKGYALGFLEEDVYV........ 347
NTDB id 96 BSU 24730 NP 390353.1 HANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
consensus * !! !!!! !!!*! ! ********
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X ≥ 50% conserved


