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NTDB id 369 SMU RS04255 WP 002263293.1 IYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEY 340
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NTDB id 25534 DSY RS20260 WP 011461398.1 TQGKPGVEGEVVFKQVGFMYPGASDYVLHDVSFTARKGETVAFIGSTGSGKSTLINLIPRFYDATEGEIVIDGVNIKEYNKEALH 413
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NTDB id 25534 DSY RS20260 WP 011461398.1 NKIGYVPQKAVMFKGTVDSNVNFGDNGLETT.AEDIKQAISIAQGTEFVEQMDGQYEAAIAQGGTNVSGGQKQRLAIARAVCRKP 497
NTDB id 369 SMU RS04255 WP 002263293.1 NKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKP 510
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NTDB id 25534 DSY RS20260 WP 011461398.1 EIYIFDDSFSALDYKTDRTLRAALKKETAGVTSFIVAQRIGTIMDADQIIVLDEGKVVGHGTHKELLESCQVYKEIALSQLSKEE 582
NTDB id 369 SMU RS04255 WP 002263293.1 EILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEE 595
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