
logo

MSDNKQARTAGGGLGGPGARRGPVEK
M
E
P
L
N
K
N
F
K
A
K
E
S
L
T
L
M
G
S
K
Q
L
M
A
L
P
RYCLKQGQYKLAPALFMGVI

LALVI
LFATAI IVGSSTLTI

L
Q
T
I
V IGPDKR I

LKDELMTDNETI
M
A
TKGLAPAGKLLN

NTDB id 25533 DSY RS20255 WP 011461397.1 MSDNKQARTAGGGLGGPGARRGPVEKPLNFAETMGKLLRYCQQYLPAMVIALLFAAIGTLLQIIGPDKIKDLTNEIAKGLPALLN 85
NTDB id 370 SMU RS04260 WP 002263294.1 .........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGK.. 58
consensus ************************* * * * *!* ! * *!**! * * * *!!!!**!**! * !!!** **

logo

NVPVLNS IDLMDTAKI
V
A
G
E
NIALWLTLAVLFLYAFATGSAMLLVSFYTVAQSFYI

M
M
V
A
STLVI

TQKFVSKQKRLMRNSADIASDQKINKRLVPLKYFDQSHTSQYGDTVLSRVTNDVDAL IMGT
NTDB id 25533 DSY RS20255 WP 011461397.1 NVPVLNSIDMTAVANIAWLLVLFYATSMLLSFVQSYMMATVTQKVSKKMRSDISQKINRLPLKYFDQTSYGDVLSRVTNDVDAIG 170
NTDB id 370 SMU RS04260 WP 002263294.1 .......IDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMT 136
consensus *******!!* ** !! ! ! ! !*!* !*** !* !! ! **! ! !!!**!!!!!! *! !! !!!!!!!!! *

logo QSTFLNQS ILGVSLMVATAI ITLMF
L
I
VGAS ILFIMMF

I
K
Y
N
TNGWAI LAALTAIGLASSVFLALGF IVLMSTFVIMASKSQKPHLFKVKSQQANGNLAGADI

V
N
SGHYI

VEEMVYASGHNVVKSSVYN
NTDB id 25533 DSY RS20255 WP 011461397.1 QTLNQSIGSLVTAITMFVGALIMMFYNNWILALTAIGASLLGFILMTFIMSKSQKHFVSQQNGLGAINGHIEEMYAGHNVVKVYN 255
NTDB id 370 SMU RS04260 WP 002263294.1 QSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYN 221
consensus !* !!!* !*! !! * *! * !! ! !! !!! !!*! ! !! !!!**! !! !* * !**!!*! !!!!! !!

logo

A
H
I
S
K
Q
A
QSKAKQTFEDNI

LNDGKQLFYANSAMWKSQFFLSGI
LMMPLMQSF IVGNFLGYVAMVC I

VVGATVLMAI
MNGDTITFMGTVIVAFMI

TYI
VR I

LFTQP I
L
A
SQIAQAGFINT
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