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NTDB id 25519 DSY RS06720 WP 005814583.1 MVRIFKYLKAEEWLMAGISLIFIVAQVWLDLKLPDYMAEITTLTQTPNSAISDIWLNGGYMLLCALGSLAAAVVVGFFAAKIAAS 85
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLASRTAAS 85
consensus ! *!!! ! ! !! ! *! !!* !!*!!! !*!! !!!! !!* * !!! *! !!** !! !!*!!! ! * !!!
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NTDB id 25519 DSY RS06720 WP 005814583.1 FSQRLRSLLFNKVESFSMEEINRFSTSSLITRSTNDITQIQMLVVMGLQLVIKAPITAVWAITKISGKGFEWTMVTGVAVLIMII 170
NTDB id 369 SMU RS04255 WP 002263293.1 FTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFI 170
consensus !* !!!! *!!*! *! !! *!! *!!*!!*!!!*!!*!***!!!*!*! **!! !!!!*!!! !! !!! !!!!!!* !
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NTDB id 25519 DSY RS06720 WP 005814583.1 MVTFLLIVALPKFKKMQTLTDNITRVTRENLTGLRVVRAYNAENYQEEKFETANEELTSTQMFTNRAMAVMMPVMSMLMSGLSLA 255
NTDB id 369 SMU RS04255 WP 002263293.1 MLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLA 255
consensus !** !* !! !* * *!*!!! * !!! !!!*!!!!!!!!! !!* !! ! !! ** ! ! *! !!!*** !!!*!!
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NTDB id 25519 DSY RS06720 WP 005814583.1 IYWIGAYLIDAA............GALDKLGLFSNMVVFSSYAMQVIMSFMMLVMIFIMLPRASVSAKRINEVLDTEPRILDGTK 328
NTDB id 369 SMU RS04255 WP 002263293.1 IYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALVSAKRINEVLALNSSVHFKEY 340
consensus !!!!!!!!* ************* !** *!! !!!!!!!!!!!** !!!*! !!!*!!!! !!!!!!!!!! * **
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NTDB id 25519 DSY RS06720 WP 005814583.1 TEGQPGLRGEVVFKSVSFQYPDAAEPVLEDISFTASPGETVAFIGSTGSGKSTLVNLALRFFDATQGEILIDGVNVQEYKLEALF 413
NTDB id 369 SMU RS04255 WP 002263293.1 SKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLN 425
consensus * * ** *!!! !* !!! !* *!*!**!!*! *!!!!!!!!!!!!!!!!!!!! *!!*!!! ! ! !!!* !!*! ** !
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NTDB id 25519 DSY RS06720 WP 005814583.1 NKIGYVPQKAVLFKGTVESNVAYGDNGGEGYPLDEVKKAVQIAQGADFVEKMDGQYQAAIAQGGANVSGGQKQRLAIARAVCRKP 498
NTDB id 369 SMU RS04255 WP 002263293.1 NKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKP 510
consensus !!*!!*!!*!!!! !!* !!*!*! * * * !* *!!* !!! * *!!!! ! !!!!!!!!!!!!!**!!!
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NTDB id 25519 DSY RS06720 WP 005814583.1 EIYIFDDSFSALDYKTDRVLRSVLKQETAGVTSLIVAQRIGTIMDADQIIVLDEGKIVGKGTHKDLLRDCTVYREIAMSQLSEEE 583
NTDB id 369 SMU RS04255 WP 002263293.1 EILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEE 595
consensus !! !!!!!!!!!!!!!!!*!! ! ! *! !!!!!!! !!!!!!*!*!!! !!*!! !!!!*!! * *! !!! !!!! !!
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NTDB id 25519 DSY RS06720 WP 005814583.1 LAS.. 586
NTDB id 369 SMU RS04255 WP 002263293.1 LENGK 600
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