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NTDB id 25518 DSY RS06715 WP 005814582.1 MSEHQTRTQNGGPMGGPASGPPMGGGEKAKDFQGTWGKLIRYCKGYMPVIITALVIAALGTLLQIIGPDQLKNMTNEITKGLPAL 85
NTDB id 370 SMU RS04260 WP 002263294.1 ...........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG. 57
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NTDB id 25518 DSY RS06715 WP 005814582.1 INGVPVSGAIDFNAVFNIGMLLVCFYAASGIFSFAENFIMATVTAKISKSMRTDIAKKINKLPLKYFDKTSYGDVISRVTNDVDA 170
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NTDB id 25518 DSY RS06715 WP 005814582.1 IGQTLNQSLDNLVRAVTMFVGSLIMMFYNSWILALVAIGSTLIGFVLMALIMSKSQKYFTVQQQGLGDINGHIEEIYSGHNVVKA 255
NTDB id 370 SMU RS04260 WP 002263294.1 MTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSS 219
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NTDB id 25518 DSY RS06715 WP 005814582.1 YNGGSKAKKTFEEINTSLYDSGWKSQFMSGMMMPIMGFIGNFGYVAVCVVGAALAMKGTISFGVIVAFMIYIRLFTQPLSQLAQS 340
NTDB id 370 SMU RS04260 WP 002263294.1 YNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQG 304
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NTDB id 25518 DSY RS06715 WP 005814582.1 MQQLQRTAAASERVFEFFAEEELAGESQQLKKLENVKGHVEFQNVHFGYEKDKTIINNFSAQIRAGQKVAIVGPTGAGKTTMVNL 425
NTDB id 370 SMU RS04260 WP 002263294.1 ITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNL 389
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NTDB id 25518 DSY RS06715 WP 005814582.1 LMRFYEIDSGEIRIDGIPISHVSRENVHDQFCMVLQDTWLFEGTIKENIIYNKQGVTDEEVIAACKSVGIHHFIRTLPQGYDTIL 510
NTDB id 370 SMU RS04260 WP 002263294.1 LMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVL 474
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NTDB id 25518 DSY RS06715 WP 005814582.1 NDKANLSAGQKQLVTIARAIIQNSPLLILDEATSSVDTRTERLVQDAMNKLTQDRTSFVIAHRLSTIKDADLILVMKDGDIIESG 595
NTDB id 370 SMU RS04260 WP 002263294.1 DDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQG 559
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NTDB id 25518 DSY RS06715 WP 005814582.1 DHEELLGKGGFYAELYNSQFEQAS. 619
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