
logo MKESLSYAKKR IYKSQEYLASTLGTI EHYRSLFGSYSLTVDGDTVFAMVASDSGELYLRACEQSAVQYCVKHNPSPVWLTFYI
KKCRGRPSVTVLN

NTDB id 254923 CUC50 RS05210 WP 087857544.1 MKELSYAKIYKSQEYLASLGTIHYRSLFGSYSLTVGDTVFAMVASGELYLRACEQSVQYCVKNSPVWLTFIKRGRPVVLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! !!! *!!!!!!!!!*!!!!*!!!!!!!!!!!! !!!!!!! !!!!!!!!!!! !!!!!**!!!!!* !*!!*! !!

logo YYQRVDNDEASLWQRNQLQKQLVRSLSKRYSLDAALVKEKQSSTRFNATQREHRLKRDELPNMS
TFHLEATI

LLGNEAVGIKDEVGRATLR I
TLGAKQMCWLKRLRQNQN

NTDB id 254923 CUC50 RS05210 WP 087857544.1 YYQVNDALWQNQQQLVSLSRYSLDAAVKEKQSRFAQHRLRELPNMTFHLETLLNEAGIKDEGTLRTLGAQMCWLKLRQNN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !! ! * !! !! !! !!*!!!!!!*!!! *! *!!**!!!!*!!!! *! ! !!!! !! !!! !!!!*!!!*!

logo
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G
IG I

VHEAALPAVAVRRQELAVEWAVDSSLTPKPQEGFYPAELE
NTDB id 254923 CUC50 RS05210 WP 087857544.1 PALTVKILYALEGAVGGVHEAALPAVRRQELVEWVSSLTPKPGY..... 204
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus * *! !!!* !!!!* !*!!!!!! !!!!! !! !!!!!* ******

X non conserved

X similar

X ≥ 50% conserved


