logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1 KTNFDDITKKYGA MRLG
269 KZH43 RS08665 WP 001085462.1 . PKKLEEISKKFGA IMRLG
228 SPD RS09265 WP 001085462.1 . PKKLEEISKKFGA IMRLG
194 SPR RS08825 WP 001085462.1 . PKKLEEISKKFGA IMRLG
159 SP RS09750 WP 001085462.1 . PKKLEEISKKFGA IMRLG
499 SM12261 RS08315 WP 078228268.1 . PKKLDEISKKFGA IMRLG
527 SMSK321 RS11065 WP 001085454.1 . IMRLG
408 SMU RS09530 WP 002262392.1 . MRLG
453 Spy49 1753c ACI62003.1 . MRLG
115 BSU 16940 NP 389576.2 IM LG
625 LCA RS02525 WP 011374196.1 IMR G
1313 DR RS12030 WP 010888966.1

25478 APH RS05510 WP 020849178.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1

S
S
S
S
S
S
S
S
S
P
S
S
S
S
S
P
S
S
S
S
S
S
S
S
S
S

1389 A4U84 RS07560 WP 021112712.1 . IEKNFGKG IM
1130 NGFG RS03960 WP 003688695.1 TEKNJFGKGEIM
1124 NGFG RS03960 WP 003688695.1 TEKSJFGKGEIM
1123 0K783 RS03845 WP 003688695.1 TEKNFGKGEIM
1427 RS RS02760 WP 011000510.1 . IEKNFGKG IM
1165 A1552VC RS01565 WP 000344154.1 IEKNFGKG IMRLG
1142 GTF74 RS11550 WP 000344154.1 IEK[NFGKG IMRLG
1205 PSJM300 05545 AFN77183.1 IEX[NFGKGH MR G
1022 ACIAD RS06390 WP 004925639.1

1074 ABD1 RS10195 WP 000344167.1 TEK[NFGKN

consensus kok otk ok Dokkkok

V.Y

GSLELD ALGYGGHP
LDAALGYGGIP

GSLELD
GSL LD

GSLEJLD
S

FULxksl sl 1l 1]




V
|

logo

1Dttt IR e te LS ELE| o A

EIYGPESSGKTT B 154
EIYGPESSGKTT AWQKEGGINAF IDAEHALDPRY AINALGVN 153
EIYGPESSGKTT AWNQKIEGGINAF IDAEHALDPAY AFNLGVN 153
EIYGPESSGKTT AWNNQKIGGINAF IDAEHALDPY AFNALGVN 153
EIYGPESSGKTT AWQKIEBGGINAF TDAEHALDPAY AILGVN 153
EIYGPESSGKTT AWNQKIEGGINAF IDAEHALDPAY AFNLGVN 153
EIYGPESSGKTT AWNNQKIGGINAF IDAEHALDPIY ATNALGVN 153
EIYGPESSGKTT AWNNQKMGGINAF IDAEHALDPAY AFNLGVN 153
EIYGPESSGKTT AWNNQKEGGINAF IDAEHALDPY AFNALGVN 153
E YGPESSGKTT ARYQENGGEAAF IDAEHALDP\YY ANILGVN 138
EIYGPESSGKTT APAIQKNGGEA IDAEA DPESY ApNLGVN 140
BEIYGPESEGKTT AMQKNGGEX¥AF IDAEHALDPWYY AIINLGVNEDELL SQPDEGEQALEI 152
EI GPESSGKTT APINQKRIGGIXSAF IDAEHALDRAY AIBLGVE [ L  SQPD GEQALEII|Y 145
EIYGPESSGKTT AIIOQKING GIf¥AF TDAEHALD| LY ALSYL.GVNED Lfj SQPDEGEQALEI|Y 139
EIYGPESSGKTT AIXSQKNGGUEAF IDAEHALDRIY AISILGV #§ BLL SQPD GEQALEIJR 141
EIYGPESSGKTT AIXSQKNGGUfEAF IDAEHALD| Y AISILGV Jy gLL SQPD GEQALEIIR 141
EIYGPESSGKTT APAQKWG GENAF IDAEHAGDUBIY AIMYLG N EL  SQPDGEQALEI/ 148
EIYGPESSGKTT ANNQ KSR AF TDAEHALDPIYY ARMLGVNDELL SQPDRIGEQALEI 156

I

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 25478 APH RS05510 WP 020849178.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT GAEF DAEHAJDPNY AISL G V]S SQPD GEQALEI( 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \UAF DAEHARDPYJY ARSSL G V)Y SQPD GEQALEI 140
NTDB id 1123 0OK783 RS03845 WP 003688695.1 EI GPESSGKTT VGAE DAEHAJJDPNUY AISL G V]S SQPD GEQALEI( 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INMAFIDAEHALD|ENY ADJISL G V)Y SQPD GEQALEIf 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1205 PSJM300 05545 AFN77183.1

NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
consensus

EI GPESSGKTT SQPD GEQALEI/ 139
EI GPESSGKTT SQPD GEQALEI/ 139
EIYGPESSGKTT RYN®AF DAEHALDPIYAMMLGVN SQPD GEQALEIN 139
EIYGPESSGKTT e AFIDAEHALDPRNYAIAYLGV  DJLL SQPDEIGEQALEIfN 139
EIYGPESSGKTT WL e AFIDAEHALDPNYAIS4LGV  DRLL SQPDRIGEQALEI/N 139

Rk DLTERDE D% T okl 1 ko Lk DTkl be DT Thsokkak Lakx b D LRl L x bRl % x Dxkslx

Rl H H HH H



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
408
453
115
625
1313
2547
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1

8 APH RS05510 WP 020849178.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

JM

50, v

—

G BMGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDEGDSHVGLQAR
GDHGDSHVGLQAR
GDHGDSHVGLQAR
GDIGDSHVGLQAR
GDHGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSIBJGLQAR

il

GDMGDEH GLQAR SR

GDMGDWNHVGLQAR
GDMGDWNHVGLQAR
GDMGDWHVGLQAR
GDMGDS  GLEIAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD MEGLQAR

MGDSH GLQAR [
MGDSH GLQAR |8

MGDSH GLQAR
MGDSH GLQAR

@

G

G MGD HVGLQAR
G

G

Dak DUk % xd Lx

NN

k% x xk kx

o] :

ISP

[P IS SIS IS IS

WY M FINQ

A

NN

L

233
232
232
232
232
232
232
232
232
217
219
231
224
219
221
221
227
235
219
219
219
227
218
218
218
218
218



IR o TRV Mool Y 15 Elim Vi M

NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISEMGEL
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 159 SP RS09750 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF INYGEGIS

}/

312
SDLDESEKIMA[CTANEN(K 311
SDLPEREKIGACYANERNK 311
SDLDESEKIMA[CTANEN(K 311
SDLPEREKIGACYANERNK 311
SDLDESEKIMA[CTANEN(K 311
SDLDEREKIMA[CTANEN(K 311
SDLGERIQIMA[CYANERNYN 311

UOUUNXNNXWNNZ

NTDB id 453 Spy49 1753c ACI62003.1 IWIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS 311
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMRAETIKNGT. . ... KVVKNKVAPPF IMYG GIS 294
NTDB id 1313 DR RS12030 WP 010888966.1 2 . .PTKVGNDA TIPS AIDIRE VEL ABVIEK[EFDQL SIS 307
NTDB id 25478 APH RS05510 WP 020849178.1 R . .L.KEKENVTEHLARRSAN NSNS IMYEGIS 299
NTDB id 1245 Cj1673c YP 002345041.1 R ..L.KQNBEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMRCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMRTGS. .. .I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IMRITGS. . ..I.KKG KV KNKVAPPF D 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 IRTGS. . ..I.KKG KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 IMRITGS....I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IMRTGA....I.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. I.KEG| KVVKNK AJPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R . .V.KEG KVVKNKVAPPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .. V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R ...V.KEG KVVKNK APPF D 293
consensus kok |oskok |k * ok bk DLl Tx % kokookok |k * % * kkok | kokkokok



logo

NTDB id 600

NTDB id 269

NTDB id 228

NTDB id 194

NTDB id 159

NTDB id 499

NTDB id 527

NTDB id 408

NTDB id 453

NTDB id 115

NTDB id 625

NTDB id 1313
NTDB id 2547
NTDB id 1245
NTDB id 1214
NTDB id 1211
NTDB id 1334
NTDB id 1389
NTDB id 1130
NTDB id 1124
NTDB id 1123
NTDB id 1427
NTDB id 1165
NTDB id 1142
NTDB id 1205
NTDB id 1022
NTDB id 1074
consensus

o] b e o

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
8 APH RS05510 WP 020849178.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

ZDFUXN!NlX!X‘lX'NZ

LoV A Bt gaﬁﬁDEAFEﬁoEﬁyﬁeAxrﬁEﬁv LPL=DELEIE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. .. ..
IDGEEVSEQDTENKKDE. .. .PKKEEA..VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. .. .PKKEEA..VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELEIE
IDGEEIAES....KKDE....AAQVDS..VNEEVTLDLGDELEIE
IDGEEAAES....KKDE....VAQVDS..VNEEVTLDLGDELEIE
IEEDNTEEKQSSKEK....... ETDEK. .ADKNLVLELDDTIELE
LEESEEESAMAVASE....... E....... TDDLALDLDNGIEIE

QNSMEMEGMIS. .. .. GSEDDE. .GEE. ... ... ... . . .
ESIESNEEIM. .. .. PLPDEP..LEEME. ... ... ... ... . ...
SNEEIM..... PLPDEP. .LEEME. ... ... ... .. . ...
..... LKATASDSNDESDVEE. .FSEEEL...........

..... EGT......QDETDGE..RPEE.............

..... EGT......QDETDGE..RPEE.............

..... EGT......QDETDGE. .RPEE.............

..... LTIAETSSAADDVEFGA..VPEEF............
..... KATPVAEDLADADI. ... ... ...
..... TAA .HDETEEEPDLL....ES..............
..... AVQ.I.EDEEEPDLL....LES.............

387
385
385
385
385
381
381
382
377
348
355
363
357
343
347
347
343
372
348
348
348
352
354
354
347
349
349



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 25478 APH RS05510 WP 020849178.1 C 357
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1211 C694 RS00795 WP 000963128.1 . 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 R 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1205 PSJM300 05545 AFN77183.1 C 347
NTDB id 1022 ACIAD RS06390 WP 004925639.1 o 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R 349
consensus

X non conserved
B similar
> 507 conserved



