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V IVCFLFVSFCI LFYFFVLYATVCTDASAQNVSTRSYQRAQGSTYQTEF
NTDB id 254749 CS547 RS12510 WP 022552933.1 MKYKYLLLPLAAVSATAGIAAAHVFWVLLLFLLYLFFIIVKTKQHAPVIVCLVSFCLYFFLYTVCDAANVTRYQAGSYTE 80
NTDB id 107 BSU 25570 NP 390435.1 MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQF 80
consensus !* !!!!*!! !!!!!! !!* !* * !!*!*! !**!!*** **!!! !!*!*! !! !*! !!* ! !*!
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NTDB id 254749 CS547 RS12510 WP 022552933.1 QVVITNIPKVDGAKMSAVIRTHDKEKWAASYKIRSLEEKRLIEQLEPGMRCTFTGSLEQPAHATVPGGFDYNEYLYSQQI 160
NTDB id 107 BSU 25570 NP 390435.1 KAVIDTIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHI 160
consensus !! !!!*!! *!! ** ! !!!!!!! !*! ! !! * *!!!! ! !!*!! ! !!!!!!*!!!!!!!! !*!
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NTDB id 254749 CS547 RS12510 WP 022552933.1 HWLFSVTSIQQCEKSKQPLFKLLNIRKNLISIIRNHVPESSAGIVEALTLGERFSIEDDILSAYQNLGVVHLMAISGMHV 240
NTDB id 107 BSU 25570 NP 390435.1 HWNYSVTSIQNCSEPENFKYKVLSLRKHIISFTNSLLPPDSTGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHV 240
consensus !! *!!!!!!*! * ** *!*! *!!**!! **!* ! !!! !!!*!*!! *!!**!*!!! !!!!!!*!!!!*!!

logo GI
L
I
LTAGLFYAI LMIR I

LG I
LTREKAGS I LLLLFLPLVYTVLMLSTGAAPSVLRAASLML

SGFVYI
LAGSTLVKRWGR I

V
H
RSASATAI

L
C
SLSYI

L
L
VLLLFNP

NTDB id 254749 CS547 RS12510 WP 022552933.1 GLITAGLFYALIRIGLTREKAGILLLLFLPVYTLLSGAAPSVLRASLMLGFYIAGTLVKRGIHSSAALSLSYLLLLLFNP 320
NTDB id 107 BSU 25570 NP 390435.1 GILTAGLFYIMIRLGITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVRSATAICLSYIVLLLFNP 320
consensus !**!!!!!! *!!*!*!!!!! !!!!!!!!*! *!*!!!!!!!!! !! ! !*!!*!!! **! !**!!!**!!!!!!
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NTDB id 254749 CS547 RS12510 WP 022552933.1 YFLWQAGFQLSFAVSASLILSSSILKKAGKSRLAGLAMASFIAELSSLPFLLYHFQQISLVSFPMNMVMVPFYTLFVIPV 400
NTDB id 107 BSU 25570 NP 390435.1 YHLFEAGFQLSFAVSFSLILSSSIFQQV.KTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPG 399
consensus !*!* !!!!!!!!!! !!!!!!!! *!* !* ! * ! !! ! !!! !!!!!*! !**! !!!!*!!!!!! ***!
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NTDB id 254749 CS547 RS12510 WP 022552933.1 SVIGFLLLLLSGQMGECLFDMFDLVMKPVHDFITYAASVDLFTMIVSKPDFLSLLLLAVSVFTLFAALEKGGFLKLRKSV 480
NTDB id 107 BSU 25570 NP 390435.1 AVAGVLLLSLSASFGRLFFSWFDLLISWINRLITNIADVDVFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTG 479
consensus ! ! !!! !!* ! * ! !!!** *** !! ! !!*!!*** *! ** ! ! !** ! !*!! ! *
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NTDB id 254749 CS547 RS12510 WP 022552933.1 LFFCAVLAYLICRPYFSPWGEADMLDIGQGDSLFISAPHRKGTVMVDTGGVIAYPGESWKEKRHPYSIGEKVLIPFLNGK 560
NTDB id 107 BSU 25570 NP 390435.1 GICCTVMFLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAK 559
consensus *! !* ! * !* !* !! !!*!!!!!!!*!* !!! *! !**!!!! * !* !*!*!! !!*!*!!!!!!!!! *!
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NTDB id 254749 CS547 RS12510 WP 022552933.1 GVKKLDALILTHADQDHIGEAGVLIKNHRVKRLIVPVGFVKEPKDQNILNMAKENNIPVAEAKRGDTITAGDLQFQVLSP 640
NTDB id 107 BSU 25570 NP 390435.1 GIKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSP 639
consensus !*! !!!!!!!!!!!!!!!!! *!*!*!*!!!!**! !!! !!!! *!* !*! *** ! !!!! * !!!!*!!!!
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NTDB id 254749 CS547 RS12510 WP 022552933.1 ESSDGRSKNDSSLVLWTVLSGVSWLLTGDLESDGETEVLKTYPNLKADILKAGHHGSKSSTSEAFLKQLQPEAALISAGK 720
NTDB id 107 BSU 25570 NP 390435.1 EAPDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGK 719
consensus ! *!* !!! !!!!!! !*!!*!!!!!! *!! !!* *!!*!!!*!! !!!!!! !! ! !* !!!! !*!!!!!
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NTDB id 254749 CS547 RS12510 WP 022552933.1 ENRYHHPHEEVLDRLKAYSVNVLRTDISGTIQYRFKKGAGTFSVFPPYDIEEIRAQEVKKTAD 783
NTDB id 107 BSU 25570 NP 390435.1 NNRYHHPHQKVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYPPYDTSDITETN...... 776
consensus !!!!!!! !! ! *!* !!!!! !!!!!!*! !!!!!*!!!! *! ******
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