
logo MHLKNNQGKRAVAVKKSVFTLSTLTASCLLMAFNSYAAVDCASPTLEAVWDPSASKTVYNTGGDQVQSHDEGNSAYKANRYWNTQNNNPANQFAEGDQHWAGEQWEKKSLVDGAV
NTDB id 25469 VS RS17390 WP 012600480.1 MHLNQGRVAKKVFTLSTLTASCLMAFNSYAAVDCSTLEAWDPATVYTGGDQVSHDGSAYKANYWNQNNNPNQFEGDHAQWKKVDV 85
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQ.AGQWGEWESLGA 84
consensus !!! *!* ! !!!!!!!!!!!!*!!!!!!!!!! *!! !!* !! !!!!! !*! !!!! !! !!!!! !* ! ** ! *

logo CDSGGTGPTVDPPPQNE I
VPTAVSTLTATPSASADI

S ITAEGDENVVNVLASADTAALDSTDGSTI
V
S
T
K
SVEFF IVDGATLSVAGQVSVTASAPFEIAASWATATESGSVHEQFVSTVKVASTY

NTDB id 25469 VS RS17390 WP 012600480.1 CSGGGT....PNEVPTASLTTPSASDIITEGDNVVLSATALDSDGSVTSVEFFIDGTSVAVVTAAPFEAAWAATSGSHQVSVVAT 166
NTDB id 1300 VP RS19160 WP 005479129.1 CDGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEGVHEFSTKSY 169
consensus ! ! !******!!*!! *!! !!!! !! !* ! ! ! ! !*!!*** !!!!*!! !* ! !!! ! ! !! ! ! !

logo DDNAEGAAVSLTASASVSTI
L
S
T
I
V
A
DSVQTPGNEAPTVDSVALSASTS IVDELVGGTVVTLTANTAATDASDGSTI

V
A
DKVDFYVAGASLAVGTAATATASPYTLDNVYTPTSTKQA

NTDB id 25469 VS RS17390 WP 012600480.1 DNEGAASLASAVSISVDSVTPGNEAPTVSVALSASSVDVGGVVTLTATATDSDGTVDKVDFYVAGSLVGTAATSPYTLNYTTTQA 251
NTDB id 1300 VP RS19160 WP 005479129.1 DDAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGTATAAPYTLDVTPSKA 254
consensus ! !! ! !! !**** !! !!!!!!!! !!!!!*!***!! !!!!! ! ! !!** !!!!!!!! ! !!! !!!! !** !

logo GASLAVYAKATDNAQGASTTDSAI
LASTLTVNGGVAPTVAVSNTCRPDGLYQTQTGVDVPYCSTIYDDEEGREKMGADHPRRVIGYFTSWRAGDDPQAS

NTDB id 25469 VS RS17390 WP 012600480.1 GSLAVYAKATDNQGATTDSALASLTVNGVPTVSTCRPDGLYQTQGVDVPYCTIYDDEGREKMGADHPRRVIGYFTSWRAGDDPQA 336
NTDB id 1300 VP RS19160 WP 005479129.1 GALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADHPRRVIGYFTSWRAGDDPQS 339
consensus ! !!!!!!!!!! !!*!!!!*!*!!!!! * ! !!!!!!!!! !!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

A
TYLVKNDIPWEQLTHINYAFVS IGSDGKVNVGDVNDPNNAATVGKETWPGVEVDPATLGFKGHFGALATAYKKQKHDVKTL I S IGGWAETG

NTDB id 25469 VS RS17390 WP 012600480.1 AYLVNDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAAVGKEWPGVEVDPALGFKGHFGALATAKKKHDVKTLISIGGWAETG 421
NTDB id 1300 VP RS19160 WP 005479129.1 TYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFGALATYKQKHDVKTLISIGGWAETG 424
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!! !!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!

logo GHFADATDNGDSRVADGGFYTMTTNADGS INHAQGI EKTFAATSAVEML
MRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASYQEV

NTDB id 25469 VS RS17390 WP 012600480.1 GHFATDGSRVADGGFYTMTTNADGSINHQGIETFATSAVEMLRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASYQV 506
NTDB id 1300 VP RS19160 WP 005479129.1 GHFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASYQE 509
consensus !!! ! !!!!!!!!!!!!!!!!!!!! !!! !! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LMKVLREKLDAASAQDGNTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYG
NTDB id 25469 VS RS17390 WP 012600480.1 LMKVLREKLDAASAQDGNHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYG 591
NTDB id 1300 VP RS19160 WP 005479129.1 LMKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYG 594
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo TAAYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQGVTGGDENGLWGRAAPLPNQAECQSAPGTGEGEKNNCGHNGAIG IDNMWH
NTDB id 25469 VS RS17390 WP 012600480.1 TAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGENGLWGRAPLPNQAECSAGTGEGEKNNCGHGAIGIDNMWH 676
NTDB id 1300 VP RS19160 WP 005479129.1 TAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGDNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWH 679
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!! *!!!!!!!!!!!*!!!!!!!!!!

logo DLTDPKQGNREMGAGSNPMWHAKNLEKGIWGSYAAQAYGKLDPVNDPSDKVLMVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKADS IDEVKAD
NTDB id 25469 VS RS17390 WP 012600480.1 DTDPKGNEMGAGSNPMWHAKNLEKGIWGSYAAAYKLDPVNDPSDVLMGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKDSIDVKAD 761
NTDB id 1300 VP RS19160 WP 005479129.1 DLDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKAD 764
consensus ! !! ! !!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!

logo YVIDKE IGGIMFWELAGDYNCYVLDANGNRTAS IDATTEQACANASGNGEFYHMGNTMTKAIYDKFKSATPYGNKVATGAP I
TPTEALVDITV

NTDB id 25469 VS RS17390 WP 012600480.1 YVIDKEIGGIMFWELAGDYNCYVLDANGNRTSIDTTEQACNSGNGEFHMGNTMTKAIYDKFKSATPYGNKVATGAIPTEALDITV 846
NTDB id 1300 VP RS19160 WP 005479129.1 YVIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITV 849
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!*!!!!

logo SVGGFKVGDQNYP INPKITFTNNTGQAI
LPGGTEFQFDIPVSAPDNAKDQSGGGLKSVIASGHTRANNIGGLDGPVMHRVASFSTLPAWK

NTDB id 25469 VS RS17390 WP 012600480.1 SVGGFKVGDQNYPINPKITFTNNTGQALPGGTEFQFDIPVSAPDNAKDQSGGGLSVIASGHTRANNIGGLDGPMHRVAFTLPAWK 931
NTDB id 1300 VP RS19160 WP 005479129.1 SVGGFKVGDQNYPINPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWK 934
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!*!!!! !*!!!!!

logo
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S
A
TGGTGNPGDGGGTTENPGSTCDTAGLAVTVYPDNLPQKTDWAGNPS

NTDB id 25469 VS RS17390 WP 012600480.1 ELPAGGVYELDMVYYLPISGPANYTVNVNSVDYAFSFEQPDLPLGDISTGGGNPGDGGTNPGTCDTAGLAVYPDLPQKDWAGNPS 1016
NTDB id 1300 VP RS19160 WP 005479129.1 DLPAGGTYELDMVYYLPISGPANYSVISGGKEFAFKFEQPDLPIGDLNAGTG..GGGTTEPGSCDTAGLVTYPNLPQTDWAGNPS 1017
consensus *!!!!! !!!!!!!!!!!!!!!!!*! **!! !!!!!!!*!!* ! !**! ! ! !!*!!!!!! !! !!! !!!!!!!

logo HANQTGDKQVI
VHNGSVVYQANWWTASASEPGSDGSWATKTVCNS I

NTDB id 25469 VS RS17390 WP 012600480.1 HANTGDQVVHNGSVYQANWWTSAEPGSDGSWTKVCS. 1052
NTDB id 1300 VP RS19160 WP 005479129.1 HANQGDKVIHNGVVYQANWWTASEPGSDGSWATVCNI 1054
consensus !!! !! !*!!! !!!!!!!! !!!!!!!! !! *
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