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NTDB id 1257 GCO85 RS04855 WP 163621000.1 LNLDLAA.......VPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEA 561
NTDB id 254530 CTT30 RS14440 WP 252035469.1 LNVNLAA.......TS...TTASTIAFQVAKLASDTLLDLELSALQRESRAEVISSPRLMTTNKQPAYIEQGTEIPYLEA 329
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LNVNLAS.......TS...ANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLES 447
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LNVNLAS.......TS...ANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLES 447
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LNVNLAA.......TS...PNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLES 456
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NTDB id 1347 HI 0435 AAC22094.1 NTRN..DTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAY.GQNEVVSIDKQEINTQVFAKDGETIVLGGV 382
NTDB id 1373 NTHI RS02645 WP 011272046.1 NTRN..DTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAY.GQNEVVSIDKQEINTQVFAKDGETIVLGGV 382
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINSYAQN.G...EAILNKNTINTNVLVNNGETVVLGGV 655
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAPN.G...ELILNKNNINTNVLVDNGETVILGGV 667
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAPN.G...ELILNKNNINTNVLVDNGETVILGGV 667
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVP...PINKNEVNAKILVNDGETIVIGGV 659
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFL.GVP...AIITKEIQTNVLVNNGQTIVLGGI 634
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFL.GVP...AIITKEIQTNVLVNNGQTIVLGGI 634
NTDB id 254530 CTT30 RS14440 WP 252035469.1 ASSGAT...SVNFKKAVLSLKVTPQITSDNRLILDLNVTQDRPGQVVKT.GTGEAVAIDTQRIGTQVLVNNGETIVLGGI 405
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SSSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKT.GTGEAVSIDTQRIGTQVLVNNGETVVLGGI 523
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SSSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKT.GTGEAVSIDTQRIGTQVLVNNGETVVLGGI 523
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SSSGAT...SVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKT.GTGEAVAIDTQRIGTQVLVNNGETVVLGGI 532
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NTDB id 1347 HI 0435 AAC22094.1 FHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK. 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 FHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK. 445
NTDB id 1009 ACIAD RS15175 WP 004923730.1 FEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1284 ACE17W RS12370 WP 010946666.1 YKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 YKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 254530 CTT30 RS14440 WP 252035469.1 YQHSVSDTVDQVPILGDIPLLGALFRRTYQQMGKSELLIFVTPKVVVPSSINR........... 458
NTDB id 1186 GTF74 RS01320 WP 000788426.1 FQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 FQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 FQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
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