
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFLYRKQKFKRLQHNTLMALAFLAVLS I ITPLTI IT
NTDB id 254521 CTT30 RS12695 WP 252035320.1 ................................................MFKLYRKQKFKRLQHTLMLAFLVLSITPLTII 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!* !!!!!!!!!!*!!! !!! !!! !!!!

logo AI
LFFLHQSHSTKDLEQEQQSTSHYLLVSVRDNSKQQQVI

VDYMMYAKESEVMGFVRSELAYASGGRFYGLVNAFQRRSLDGLVDS I EAQARDEHYAQ
NTDB id 254521 CTT30 RS12695 WP 252035320.1 AIFFLQSHTKDLQEQSTSHLLSVRDSKQQQVVDYMYAKESEVMGFVRSELAYASGGRFYGLVNAFRSLGLDIEQARDYAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!*!!! !!!!*!*!!!! !!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! * !! !!**!!

logo

Q
RRYIQTGSGDQIKTS IVLPQSKSSVYSVGSTERYRLLHKRYHRWAYLELLKRSDFDDI

VLLVDI
L
D
EGNVTVYS IYKHYDNFYGTNLLTGKRFYQR

NTDB id 254521 CTT30 RS12695 WP 252035320.1 RRYIQGSGDQIKTSILPQSKVYSGTERYRLLHKRYHRAYLELLKRSDFDDVLLVDLEGNVTYSIYKHDNYGTNLLTGRFR 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!! !!!!!!!!!*!!!! ! !*!!!!!!!!!!! !!!!!!!!!!!!!*!!!!**!!! !!!!!*!!*!!!!!!!**

logo DSTNLGHKTFHKKRLEKQTQTVNTEKQRKTNEDFYTPVI
V I SDFEVMQDEDKGKPQVYAWLGAP I IQQGYLHSYAMFRLPNSNAGITKL IADEGTNSNSANPSASM

NTDB id 254521 CTT30 RS12695 WP 252035320.1 DSNLGKTFHKLKTQVTEKRKTNEDYTPVIISDFEMDKGKPVAWLGAPIIQQGYLHSYAMFRLPNNGITKLIADTNNASAM 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !*!!!*!!**! ! ! !!!!!!*!!!*!!!! * !!* !!!!!!!!!!!!!!!!!!!!!! !*!!!!!!* * !

logo

K
QTI

LLVGAQDHRSRTLMATSYAEEQEIADI
V
D
EKSKRAEVVDLALSGKRRTAEVGTYI

TNTDVGEAQI
TIAAYASP INSFLKGNI

V
E
HWAI

LVVELVPEKEAFARVNRQ
NTDB id 254521 CTT30 RS12695 WP 252035320.1 KTLLVGADHRSRTMAYEQEDIDKSREVVDLALSGRTEVGTYINTVGEATIAAYSPISFKGVEWAIVVEVPEKEAFARVNQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!! !!!!!!* **!!* !!!!!!!!* !!!! !! !! !!!! !! ! **!!*!!!*!!!!!!!!! !

logo LEKTLF IVFAMLCTAIVLVVAIASHYLSNF ITASPLLKLTWAAEKRVSAGDLDETADI
MINTERKDE IGRLAVSFERMQRS IRDEKI

M
Q
SL I

NTDB id 254521 CTT30 RS12695 WP 252035320.1 LETLFIFAMLCAIVLVVAASHYLSNFITAPLLKLTWAAEKVSAGDLDTDIINTERKDEIGRLAVSFERMQRSIRDKMQLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !! !!*!!!!*!!!!!! !!!!!!!!!! !!!!!!!!!!*!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!*!* !!

logo KQSQNEKELESNLKL IL IQRKQNDELQLANKLKDEFLATTSHELRTPLHGMI
VGIAEAL I SGANGP I STAASHKYQLDI I I SSGQRLA

NTDB id 254521 CTT30 RS12695 WP 252035320.1 KQQNEELESNLKLIQKQNDELQLANKLKDEFLATTSHELRTPLHGMVGIAEALISGANGPITASHKYQLDIIISSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !! !!!!!! *! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!



logo TLVDDLLDYHKMRYGANLDI EQRTCRAVDI
LSGSATRLVLELSHSHLLVGKNKPTI

LR I INQVPSETDQPLVWVSADPQRLEQVLYNL IVGNAIKY
NTDB id 254521 CTT30 RS12695 WP 252035320.1 TLVDDLLDYHKMRYGNLDIETRAVDISGATRLVLELSSHLVGNKPIRIINQVPTDPLWVSADPQRLEQVLYNLVGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!! *!!!*! !!!!!!!!!*!!*! !**!!!!!!* !*!!!!!!!!!!!!!!!!*!!!!!!

logo TSEGKIV I SATQYI
VDDKNI

VRVQVVDTGQGIPADEQLEHI FEPL IQAGHSDASSRYRQGAGLGLS I SRQL IDELMHQGTLYVSSQPMV
NTDB id 254521 CTT30 RS12695 WP 252035320.1 TSEGKIVISATQVDDNIRVQVVDTGQGIPADQLEHIFEPLIQAGSDSSRYRQGAGLGLSISRQLIDLMQGTLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!! *!! *!!!!!!!!!!!!!*!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!

logo GTTFSFTLP I
LASEVEEQIAQAINRDL ITELNAPHFQVAPESVLNDNLSEL IPEQSSNLPENEPEHGPLLL IVAVDDEPVNLRVLDSFLRLEGYRVHRTANQ

NTDB id 254521 CTT30 RS12695 WP 252035320.1 GTTFSFTLPIASVEQIAQINDIENAHFVAPESNNLELIESSNLPENPEGPLLLIVDDEPVNLRVLDSFLRLEGYRVRTAN 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 800
consensus !!!!!!!!!*!! ! !!! ! *!! !!! !!*! !!!!!!**!!!!!* !!!!!!!!!!!!!!!!!!!!!*!!*

logo

D
NGEHEQAVI

L
E
G
A
S
I
V
K
R
E
REKPELLVLLDIMMPGMSGYQVCEKTLRQDTYDHAEQLP I

V IMLTALNQPSDDRVRGFEAGANDYLSKPFNKQELA
NTDB id 254521 CTT30 RS12695 WP 252035320.1 NGEEAIGSVREEKPELLLLDIMMPGMSGYQVCETLRQDYDHAQLPVIMLTALNQPDDRVRGFEAGANDYLSKPFNKQELA 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
consensus !* * ** !!!!!*!!!!!!!!!!!!!!!! !!! !!!! !!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!

logo AR ITVAHLTASKAELQRR I ENAQQLQKNELKHQRAMVEASLLETQGRLLEQLESAPEAI ILCVKRDEDGNKVRFATNDEAAASRLFKRRTPTEQ
NTDB id 254521 CTT30 RS12695 WP 252035320.1 ARITAHLTASKAEQRRIENQQLQNELKQRAMVEASLLETQGRLLEQLESAPEAIICVRDDNKVRFTNDAASRLFKRTTEQ 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 960
consensus !!! !!!!!!!!! !!!!! !!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!** !!!!! !*!! !!!*!!*!!

logo LKRRSNSADEEL IAPKFYLNI
VEQEPHYCGNVIDI

VYVDEDVRQHLSADI
VLKRLPEQGSGLKQASMYI FDNVGGGSVNAAR IHTNLETAI

VEALSSY
NTDB id 254521 CTT30 RS12695 WP 252035320.1 LRRSSADELIAPKYLNVEQPHYCGVIDIYVEDVRQHLSADILKLPEGSGLKSMYIFDVGGGVNAARITNLETAIEALSSY 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 1040
consensus !*!! !*!!!!!!*!!*!!*!!!! !!*!!*!!!!!!!!!*!*!! !!!! !!!! !!! !!!!!!*!!!!!*!!!!!!

logo AFEGDKADKLQEKLKELGGEFTRLADKRAVSTGTDENYKQSKQDE I
LMRAEVLVDEASMTSALNYWERSVSTGQSKFATFAEQSGLWRVYLDRSTLQ

NTDB id 254521 CTT30 RS12695 WP 252035320.1 AFEGDKAKLQELKELGGEFTRLADRVTTDNKSKQEIMREVLVDSMTSALNYWESVTGQSKFAFAEQSGLWRVYLDRSTLQ 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
consensus !!!!!! !!! !!!!!!!!!!!!!* * * !!!**!! !!!* !!!!!!!!! !*!!!!! !!!!!!!!!!!!!!!!!!



logo TRTLDKYLR I
VETLPKTPRWRTVLNSSLDEYI LEHCKEAMGSPERTHI EMNLQRDKLQHKLLTSE

NTDB id 254521 CTT30 RS12695 WP 252035320.1 TRTLDKYLRVETLPKTPRWRTVLSSLEYILEHCKEMSPERTHIENLRDKLQHLLTS. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!*!!!!!!!!!!!!! !!*!!!!!!!! !!!!!!! !!!!!*!!!!*

X non conserved

X similar

X ≥ 50% conserved


