
logo MQQREHQPTFFFFDYETWGTVNSPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPPNSDYLPASPEAAL ITGITPQKVAENSKQGLAPEP
NTDB id 254516 CTT30 RS07085 WP 252036489.1 MQREHQPTFFFFDYETWGTSPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQPPSDYLPSPEAALITGITPQVAESKGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!!!!! ! ! !!*!!

logo EF IAKR IHAEEQLSTPNTINLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHYALRPEGI ENWPENDEDEGF IT
NTDB id 254516 CTT30 RS07085 WP 252036489.1 EFIAKIHEQLSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACYALRPEGINWPENEEGFI 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!*!!!!!!! !!!!**!!

logo SFKLEHLSVANGI EHASNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFLSTMRHKRKLNTDEL IVDIVKNMQTPLMHVSGMLGRECRHNY
NTDB id 254516 CTT30 RS07085 WP 252036489.1 SFKLEHLSVANGIEHANAHDAMADVIATIEMAKKVKAAQPKLFDYFLSMRHKRKLNDLVDIVKMTPLMHVSGMLGRECNY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!! *!!!!!!! *!*!!! !!!!!!!!!!!!!**!

logo TSWI
VVP I

VAWHPTNQNAVIVVDLAGKDPQPLLDELDAVEQTLNQAERLYTKRHYESDELAGPDELPVP I
VKLVHLNKCP I LAPAKTLTAENAAQ

NTDB id 254516 CTT30 RS07085 WP 252036489.1 TSWVVPVAWHPTNQNAVIVVDLAKDPQPLLDLDVEQLNERLYTKHSELGPDELPVPIKLVHLNKCPILAPAKTLTAENAA 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!*!!*!!!!!!!!!!!!!!!*!!!!!!!*!! ! !* !!!!** *!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo

K
NIG IDREKQCLAQHNLENRVI

LRQHRPE IREKLNVSTLVFYS IQEREFYENKQENDSDVDSTMQLYADGFFSPADKRATASMAE I IRETTADPENLGSASLADIRSFVANDEK
NTDB id 254516 CTT30 RS07085 WP 252036489.1 NIGIDREKCLQNLERLRQRPEIREKLNSLYSIEREYEKNDDVDTMLYDGFFSPADKTSMAIIRETDPENLSALDISFNDE 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!!! !! *! *!!*!!!!!!! ***! !!!* !!!* !! !!!!!!!* ! !!! ! !!!! ! ! !

logo R IAEPLLFRYRARHFYPHWTLDTDESTEQQRKRWAAHCRDEYFERSNR I
LEDGYMLNLENLVHEHYEQASDEPKKI

MAI LKSVYHQYVEQKLRAVCS
NTDB id 254516 CTT30 RS07085 WP 252036489.1 RIAPLLFRYRARHFPWTLDESEQQKWAAHCREYFESRIEDYMLNLENLVHEYESDEKKIAILKSVYQYVQKRVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!!*!*!! **!! *!!!!!!*!!! *! !!!!!!!!!!!* !*!!*!!!!!!!*!! ! *

X non conserved
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X ≥ 50% conserved


