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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 254505 CTT30 RS01730 WP 239835105.1 MASRGVNKVIIMGNLGQDPEVKYTANGSAVANITVATSESWRDKNTGEQREKTEWHRIVLFGKTAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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MKQLMLDGSGRAPSNSEQQGNSGADGGFMSAGPAGYDEGNQGQGPMGNQVPAQQGQSEGSGYWNGQAPSPQAEQAYQRQPTAKMNQYQHNQSSQRGPQGMPYAPQSQDNQA

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYE.........EGYGQSQEAYQRPAQQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYD.........EGYGQSQEAYQRPAQQSRQPAPDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQ.......GSGWNQAPA....QTNYNQGGYSDN 142
NTDB id 254505 CTT30 RS01730 WP 239835105.1 EGQLQTRKWQDQNGQDRYTTEVVVQWPAGQMQLLGGRPQGGA.S..GQPMGQPQQQGGWGQPQQ....PAMQQSQPAQQQ 153
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVPAQQGSWGQPQQ....PAKQHQPM.QQ. 153
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NTDB id 1103 NMB RS07590 WP 002212976.1 PSH......PQEAPAAPR.RQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSH......PQEAPAAPR.RQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 254505 CTT30 RS01730 WP 239835105.1 YSQ..........PQQQPSQSQPQYNEPPMDFDDDIPF 181
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..............SAPQQYSQPQYNEPPMDFDDDIPF 177
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