logo

NTDB id 254367 CTZ19 RS18175 WP 033915466.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 254367 CTZ19 RS18175 WP 033915466.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 254367 CTZ19 RS18175 WP 033915466.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 254367 CTZ19 RS18175 WP 033915466.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 254367 CTZ19 RS18175 WP 033915466.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 254367 CTZ19 RS18175 WP 033915466.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

logo

NTDB id 254367 CTZ19 RS18175 WP 033915466.

NTDB id 1044 HON27 RS16325 WP 206677389.1
consensus

U LSLTIELTYORAU LYLTORTDELOPALSTLL RLLSLLL TR

MQFPLNSSLSHTIFRLGTWYGLYRLITAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSL QLLCFKFIATQATRQ
MQFPLNSSLSHTIFRLGTWYGLYRLITAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSL QLLCFKFIATQATRQ

DI LR EICOLONTATFEA L L TLAVAT YRRV LT

LILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL
LILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL
PELL e rrrrrrrrrrret

AHAE SRRl ECCLCHRT e UCEDI AL L AR

LAFLFFVVHRIIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANE

LAFLFFVVHEIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANE|
PELLL L e rrrrrrrrrrrrrrrrnt

AL L LA U RO LT LT AL T

KYPLINKWHWDLFEILKMGDLKEGDRFIFESRLSAYSINIKVQHLLVPQQTLTLLILQDAQQINQQAQQLKLAALGQLSAS
KYPL

WUKWHINDLFEILKJJGDLKEGDRFIFESRLSAYSINIKVQHLLVPQQTLTLLILQDAQQINQQAQQLKLAALGQLSAS
R

ot LA VR ELUORD BET L | KRSV ARERT QD LA

TAHEIRNPLAAIVQANELLKDSDPEQQNTLRHMIGKQTKRIDSIVQDTLGLARSERTHPIQIDV HFIDTLLEEDLFDVK
TAHETIRNPLAATIVQANELLKDSDPEQQNTLRHMIGKQTKRIDSIVQDTLGLARSERTHPIQIDV HFIDTLLEEDLFDVK

L RIELTERLR AL M Y TSN NN E RIS F

HSIQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNAPDSPYITINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST
HSIQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNAPDSPYITINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST
N

LT U WERGA R

EINGTGLGLYLSHSFCEANHAKLTYVEQKQ ACFRIECPIIY 522
EINGTGLGLYLSHSFCEANHAKLTYVEQKQ ACFRIECPIIY 522

80

160
160

240
240

320
320

400
400

480
480



(>4 S

non conserved
similar
>50% conserved



