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NTDB id 254226 CS873 RS05460 WP 099974865.1 MTAIITFIIVFGILVIVHEFGHYYAAKKSGILVREFSVGMGPKLVAYR.RNSTTYTLRLLPLGGYVRMAGSQEDDSEIKP 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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LPVMQNVSTKASYDLVEDDKLVTI ETGFLEVNLGDESETKSTYTEVDHDATI IVEQEDGTEVLQR IAPRKD
NTDB id 254226 CS873 RS05460 WP 099974865.1 GTMISLVLNDNEKVTKIIISSKIQEDNAIPVQVSKSDLVDDLVIEGFENGDESETKSYTVDHDATIIEQDGTEVQIAPRD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKD 157
consensus !***!!*!****!!**!**!*******!*!**!***!!*!*!*!*!***! !!!*!*!!!!!!!*!*!!!!**!!!*!
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LKKTNGDKAI IVKAVINGKKDTKTVNTKDWTDDS
NTDB id 254226 CS873 RS05460 WP 099974865.1 VQLQSASVWQRMITNFAGPLGNFILAILLFMLFAFMSGSVPSSSNQIGMVQKDSVAQKAGIKKNDKIIKVNGKTTNKWTD 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
consensus !!*!*!!*!*!*!!!!!!!**!!!!**!*!***!!**!*!***!*****!*****!!**!*!**!*!***!******!**
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NTDB id 254226 CS873 RS05460 WP 099974865.1 VQNNIQDNPGK.....KITVQVKSGNKT.ENINLVPKSVSYNGDKYGMIGIGGSTDSGFGAKITYGFTHSWEVTSQIFHA 313
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQK....SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQE....SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
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NTDB id 254226 CS873 RS05460 WP 099974865.1 LKVMVTGGFNLNQLSGPVGIYSMTAQASSNGLLYVISFMAMLSINLGIVNLIPIPALDGGKILLNIIEAIRRKPIPEEYE 393
NTDB id 323 STU RS10650 WP 011225396.1 LKGLI.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 291 STER RS01205 WP 011680685.1 LKGLI.TNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
consensus !!*** **!*!!*!*!!!****!*!!!!**!!******!*!!!!!!!!*!!!!!!!!!!!!!**!!!!!!!!!!***!*!
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NTDB id 254226 CS873 RS05460 WP 099974865.1 NVITLVGVAILVILMVSVTWNDIQRFFIK 422
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
consensus **!!!*!!!**!*!!**!!!!!!*!*!*
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