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NTDB id 254214 CS873 RS01405 WP 099974109.1 MINRVVLVGRLTRDPELRYTSGGSAVASFTVAVNRQFTNQQGEREADFINCVIWRKAAENFSNFTNKGSLVGIEGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
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NTDB id 254214 CS873 RS01405 WP 099974109.1 SYENQQGNRVYVTEVVVDSFSLLESRSESERRSSSNTNNSAPSN......QQSSSFAPQDSNNNNDSNSFGGMSDPFADN 154
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSN.GSQQSGFTSPQQTG..NAPAANNTQADPFANN 157
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGG.NQNNQRRNQGNSFNDDPFAND 159
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
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NTDB id 254214 CS873 RS01405 WP 099974109.1 SKPIEISDDDLPF 167
NTDB id 624 LCA RS00040 WP 011373726.1 GQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 GKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ............. 113
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