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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 254205 CR152 RS12415 WP 099875184.1 ..MTSPRVLVVDDEADLRELLEITLVRMGLDVDSAETLREARAFLAQNDYGLILTDMRLPDGLGLELVQEVNASNKSTPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT..TENALENKLLIGRSLPIQQLRIAIKKIA 158
NTDB id 254205 CR152 RS12415 WP 099875184.1 AVVTAYGSAENAVVALKAGAFDYVSKPVVLDDLRVMVQSALRLSAPSTQTGSPAAAGTASRLIGESAVMQSLRNQIERLA 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE.....APVDNRLLGESPPMRALRNQIGKLA 153
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFL 238
NTDB id 254205 CR152 RS12415 WP 099875184.1 RSMAPIAITGESGSGKELVAREIHARSSRAGKPFIAVNCGAIPEALMEAEFFGYRKGAFTGAADERDGFFHAANGGTLML 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFL 233
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 DEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDV 318
NTDB id 254205 CR152 RS12415 WP 099875184.1 DEVADLPLAMQVKLLRAIQERRVRKIGATSEEPVDVRIISATHQNLAQCVETGKFRQDLFYRLNVIELSVPPLRERLDDL 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDI 313
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLR.........AN 389
NTDB id 254205 CR152 RS12415 WP 099875184.1 GVLVDGMLARLAGPGQK..AALGPQVLETLSTYSFPGNVRELENVLERALAFANDGVIEVGDLSLKGARVAERPAPAAEA 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQ....... 386
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ISNPFASAAQSIQT..TVAAP..QAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGL 465
NTDB id 254205 CR152 RS12415 WP 099875184.1 VVAPVPAAVQAAMAPHTAAAPVSASGPAELPSNLPNYLEQVEREIILRALTQTQFNRTQAALLLGISFRQLRYQMQKLDI 476
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ......................EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGI 444
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 DTETEQEV 473
NTDB id 254205 CR152 RS12415 WP 099875184.1 QEPEG... 481
NTDB id 1473 PAKAF RS24000 WP 003094694.1 D....... 445
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