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NTDB id 254191 CR152 RS04855 WP 099873911.1 MKQSLQLRTSQHLALTPQLQQSIRLLQLSTLELHQELEQLLSDNPLLERLDDPLDHSVRLLGDGAISSTSTPTEAAPEPG 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSS.ATPLPT 79
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NTDB id 254191 CR152 RS04855 WP 099873911.1 AQDAPAP.......AEGEGFE.GGDADSPASSSDNDGEWGDLGRAKTSDDEDS.RPQLEASATTLREHLMEQMRVTVLEA 151
NTDB id 1425 RS RS02020 WP 011000369.1 ESPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSP 159
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NTDB id 254191 CR152 RS04855 WP 099873911.1 RDRALVELIVDAIDDNGYLTESLEEIQERMPPELEIEIEELRTALALLQSFDPIGVGARNASECLALQIRRMPGVALVTR 231
NTDB id 1425 RS RS02020 WP 011000369.1 RDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSP...AK 236
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VVRKATAKANGWMSAVMQLNNPDV
NTDB id 254191 CR152 RS04855 WP 099873911.1 RMALTIVENHLTWFAQREFNKLKKALDCDDEDLREAQTVIRQCNPHPGAEFASDVSDYVVPDVIVRKAKNGWSVMLNNDV 311
NTDB id 1425 RS RS02020 WP 011000369.1 PLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDV 316
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NTDB id 254191 CR152 RS04855 WP 099873911.1 MPRLRVNSMYAALLKQGKGEG...QMGAQLQEAKWLIKNMRQRFDTILRVAEAIVERQRNFFSHGAVAMRPLVLREIADT 388
NTDB id 1425 RS RS02020 WP 011000369.1 MPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADT 396
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NTDB id 254191 CR152 RS04855 WP 099873911.1 LGLHESTISRVTTQKYMMTPHGMFELKYFFGSHVATEAGGEASSTAIRALIVQLTSAEDPKSPLSDSKIADMLGEQGMVI 468
NTDB id 1425 RS RS02020 WP 011000369.1 LGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVV 476
consensus !!!!!!!!!!!!!*!!! !!*! !!!!!!!!!!! !! !! !!!!!!!!!! !! !!!!! !!!!!*!!**!!!!! !*

logo ARRTVAKYREALKIPAPVANLRKCSL
NTDB id 254191 CR152 RS04855 WP 099873911.1 ARRTVAKYREALKIPPVALRKCL 491
NTDB id 1425 RS RS02020 WP 011000369.1 ARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!!*! !!!*!
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