
logo MRKTAI ITFL ILVI FGCVLIV I
V
V
FHEFGHFFFAKRSGI LVREFSAIGMGPKLI IFAHMTGKDGTTVYTLIRLI LP I

LGGYVRMAGLWEGDEEDETTELI SKPT
NTDB id 254118 AUF16 RS17785 WP 016180706.1 MRTIITFLIVFGVLVIVHEFGHFFFAKRSGILVREFSIGMGPKLIAHMGKDGTTYTLRLLPIGGYVRMAGLEDEETELSP 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !**!!!!!**!*!*!**!!!!!!!!!!!!!!!!!!!*!!!!!!**!!*!!!!!*!!*!*!!*!!!!!!!!*****!!***

logo GMSPLASVLETLTGPKKDNGEKVRR INVLSKDKRVQQVLDPQNTSAI
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NTDB id 254118 AUF16 RS17785 WP 016180706.1 GMPLSVELTPKNEVRRINVSKKVQLPNSIPMELISADLVDDLVIKGYVNGDESQEMTYKVQHDATVIEENGTEVRIAPRD 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
consensus !*!*!**!*****!!!!!*!*********!!*****!!*!*!*!*!*!*!** *!!*!*!!!!**!!*!!!*!!!!*!
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NTDB id 254118 AUF16 RS17785 WP 016180706.1 VQFQSAKLGSRILTNFAGPMNNFILTVVLFIALAFLQGGVAVYNTNQIGEVQENSPAATAGLEDNDTILAVDGKKISSWD 240
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQ.VANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQ.VANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
consensus !!*!*!****!**!!!!!!!!!!!!*!**!!*!!!*!!!!****!!*!* !*****!***!!***!*!*!****!***!!
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AWDEMGVAKTRAI FLSA
NTDB id 254118 AUF16 RS17785 WP 016180706.1 DLTNTVTKKP.....GKELTVLI.EQDGKEKTVQMTPKTIKSNGEKVGQIGVGPYMKTGFGDKVIGGLTQSWDMVKRIFS 314
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQK....SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQE....SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
consensus *!*************!**!*!******!*!*!****!* *******!!*!**!!!**!!**!!****!*****!**
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TLGKSGLFITGNFSLDNKLGGPVMAMYFQMSAEQASREASGVLKITSVI ILYDLMAGLMLSVINLGIVFNLLIP IPAFLDGGKI LVLMNLI I EGAIRGRKPLDNPQDEKI E

NTDB id 254118 AUF16 RS17785 WP 016180706.1 ALGSLFTGFSLDKLGGPVMMYQMSAEASRAGVKTVIYLMALLSVNLGIVNLLPIPAFDGGKILLNLIEGIRGKPLDPDKE 394
NTDB id 323 STU RS10650 WP 011225396.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 291 STER RS01205 WP 011680685.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
consensus *!**!*!*!!!*!!!!!!*!*!!!!*!!**!******!!**!!*!!!!*!!*!!!!*!!!!!**!*!!*!!*!!!****!

logo

G
S
M
YITML IAGFVGAFVI

M
M
V
L
VLMI LAVTWNDIQMRFAFF

NTDB id 254118 AUF16 RS17785 WP 016180706.1 GMITMIGFGFIMLLMILVTWNDIQRFFF 422
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus **!!**!******!!!*!!!!!!*!*!!
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