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NTDB id 254106 AUF16 RS13230 WP 082158522.1 MDNTLENAHTPVKEHPLRDNVFKALNQYKWPLLVAIVFATIGSITQIVGPNRLSEITDLITQGLSGSINLTRISQLGLGL 80
NTDB id 370 SMU RS04260 WP 002263294.1 .........MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTL 71
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NTDB id 254106 AUF16 RS13230 WP 082158522.1 VILYGIGSILSYFQGFIVATVTQRFSKQMRRQISEKINAVLLNYFDSHSQGDTLSRVTNDLDTVSQSLNQSLSTLFPSIT 160
NTDB id 370 SMU RS04260 WP 002263294.1 ALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAII 151
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NTDB id 254106 AUF16 RS13230 WP 082158522.1 LFIGCLVMMFRTNLLLTITSVVAVLLGFVLMAVIMAKSQVHFNQQQQKLAKINGFAEEAYSGQQVISAYSAKKDMKDEFK 240
NTDB id 370 SMU RS04260 WP 002263294.1 LLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFE 231
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NTDB id 254106 AUF16 RS13230 WP 082158522.1 EMNQDFYGSVWKAQFLSGIMQPLMGFIGNFGYVAVCVVGAVLALRGDITLGVIVAFTVYIRLFSQPLSQLAQAFSSLQSA 320
NTDB id 370 SMU RS04260 WP 002263294.1 NLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSA 311
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NTDB id 254106 AUF16 RS13230 WP 082158522.1 GAAMNRVFEFLAEEELADESKKGTHIRSAEGNVRFENVSFGYDKDQTIIHNFSVDAKAGQKIAIVGPTGAGKTTIVNLLM 400
NTDB id 370 SMU RS04260 WP 002263294.1 NAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLM 391
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NTDB id 254106 AUF16 RS13230 WP 082158522.1 RFYETNRGVIKIDGVSTKDMTREEVHDQFCMVLQDTWMFEGTIKENLIYNQQHVADDTVIDACKAVGIDHFIRTLPKGYD 480
NTDB id 370 SMU RS04260 WP 002263294.1 RFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYD 471
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NTDB id 254106 AUF16 RS13230 WP 082158522.1 TYLDDSVSLSVGQKQLMTIARAIIKDAPMLILDEATSSVDTRTEELIQAAMDKLMSNRTSFVIAHRLSTIRNADLILVMK 560
NTDB id 370 SMU RS04260 WP 002263294.1 TVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMR 551
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NTDB id 254106 AUF16 RS13230 WP 082158522.1 EGNIIEQGNHEELMAQKGFYADLYNSQFEKEQLA 594
NTDB id 370 SMU RS04260 WP 002263294.1 DGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA. 584
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