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NTDB id 25387 EFER RS05370 WP 000705595.1 MKITSISICVLFGIFPLTLLPTLPGFPVIAILFVTACVLALIPRQPLRYLALTLLFFLWGILAAKQITWPSEVLPTAIQE 80
NTDB id 1439 BW25113 RS04735 WP 000705764.1 MKITTVGVCIISGIFPLLILPQLPGTLTLAFLTLFACVLAFIPVKTVRYIALTLLFFVWGILSAKQILWAGETLTGATQD 80
consensus !!!!** *!** !!!!! *!! !!! * *! ! * !!!!! !! **!!*!!!!!!!*!!!! !!!! !* ! !* ! !*
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NTDB id 25387 EFER RS05370 WP 000705595.1 AQVLITGTDHMTTHYGQITHLSGKRVFPAPGIVLYGQYLPGEVCAGQRWLMKLKVRAVHGQLNDGGFDSQRYALAQHQPL 160
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AIVEITATDGMTTHYGQITHLQGRRIFPASGLVMYGEYLPQAVCAGQQWSMKLKVRAVHGQLNDGGFDSQRYAIAQHQPL 160
consensus ! ! !!*!!*!!!!!!!!!!! !*!*!!!*!*!*!! !!! !!!!! ! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo TGRFLNQASTAVIDEAPNRCSLRAEQYLASLQTQTTLAQNPYLPWKNAPVI LGLGMGERLS IVPKQE IKNR IMRDTGTAHLMAI SGLHIAFAALVLAA
NTDB id 25387 EFER RS05370 WP 000705595.1 TGRFLNATAIDARCSLRAEYLASLTQTLANYLWKPVILGLGMGERLSIPQEIKRIMRDTGTAHLMAISGLHIAFAAVLAA 240
NTDB id 1439 BW25113 RS04735 WP 000705764.1 TGRFLQASVIEPNCSLRAQYLASLQTTLQPYPWNAVILGLGMGERLSVPKEIKNIMRDTGTAHLMAISGLHIAFAALLAA 240
consensus !!!!!*!* !** !!!!! !!!!! !! *!*! *!!!!!!!!!!!!*! !!! !!!!!!!!!!!!!!!!!!!!!!*!!!

logo GI
L IRGSGMQFI FLLPAGQRRWI FHWQI

VPL IGGI
V
C
GCAAI FYAWLTGMQPPALRTMVVALATTVWGMLKI

LSGRQWSGWDVWI
LCCLAAI L ILMTDP I

V

NTDB id 25387 EFER RS05370 WP 000705595.1 GIIRGMQFLLPAQRIFWQVPLIGGVGCAIFYAWLTGMQPPALRTVVALTVWGMLKISGRQWSGWDVWLCCLAAILITDPI 320
NTDB id 1439 BW25113 RS04735 WP 000705764.1 GLIRSGQIFLPGRWIHWQIPLIGGICCAAFYAWLTGMQPPALRTMVALATWGMLKLSGRQWSGWDVWICCLAAILLMDPV 320
consensus !*!! ! !!* !*!!*!!!!!**!! !!!!!!!!!!!!!!!*!!! !!!!!*!!!!!!!!!!!*!!!!!!!* !!*

logo AI LSDQSLWLSAAFAVAAL I FWYQWCFPCLPESLWQSLPPRLVLRAPFVVSL IVHLQI
LG ITLLLLMPVQIV I FHGI

LSLSTSFL IANLFLAI
VPLVTF

NTDB id 25387 EFER RS05370 WP 000705595.1 AILSDSLWLSAFAVAALIFWYQWCPLPSLSLPRLLRPFVSLVHLQIGITLLLLPVQIVIFHGLSLSSLIANLFAVPLVTF 400
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AILSQSLWLSAAAVAALIFWYQWFPCPEWQLPPVLRAVVSLIHLQLGITLLLMPVQIVIFHGISLTSFIANLLAIPLVTF 400
consensus !!!! !!!!!! !!!!!!!!!!!*!*! !!**!!* !!!*!!!*!!!!!!*!!!!!!!!!*!!*! !!!! !*!!!!!
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NTDB id 25387 EFER RS05370 WP 000705595.1 ISVPLILAGMVIHLTGPQVLEQGLWYLADYSLAILFRALELLPGGWVNISEQWRWLAFSPWPGLLIWRLNAWRAVPFLCL 480
NTDB id 1439 BW25113 RS04735 WP 000705764.1 ITVPLILAAMVVHLSGPLILEQGLWFLADRSLALLFWGLKSLPEGWINIAECWQWLSFSPWFLLVVWRLNAWRTLPAMCV 480
consensus !*!!!!!!*!!*!!*!! *!!!!!!*!!! !!!*!! *! !! !!*!! !*! !! !!!!* !**!!!!!!! *! *!*
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NTDB id 25387 EFER RS05370 WP 000705595.1 SGIILLSWPLWRAPRIDIWQVHMLDVGQGLAMVIERNGKAILYDTGLAWPGGDSGQQLIIPWLRWHNLQPEGIILSHEHL 560
NTDB id 1439 BW25113 RS04735 WP 000705764.1 AGGLLMCWPLWQKPRPDEWQLYMLDVGQGLAMVIARNGKAILYDTGLAWPEGDSGQQLIIPWLHWHNLEPEGVILSHEHL 560
consensus ! *!**!!!! !!*! !!**!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!*!!!! !!!*!!!!!!!
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MWI
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VRGEATWQWQGLNRFSAHWPLKQGVDSNSDEKQGNNHRSCVVKI
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NTDB id 25387 EFER RS05370 WP 000705595.1 DHRGGLDSLLKIWPEMWVRSPLGWQSHLPCIRGETWQWQGLNFSAHWPLKVDSEQGNNRSCVVKIDDGKQSILLTGDIEA 640
NTDB id 1439 BW25113 RS04735 WP 000705764.1 DHRGGLDSILHIWPMLWIRSPLNWEHHQPCVRGEAWQWQGLRFSAHWPLQGSNDKGNNHSCVVKVDDGTNSILLTGDIEA 640
consensus !!!!!!!!*!*!!! *!*!!!! ! *! !!*!!! !!!!!! !!!!!!! * !!!*!!!!!*!!! *!!!!!!!!!!
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T

NTDB id 25387 EFER RS05370 WP 000705595.1 PAEQKMLSHYWQYLAATIIQVPHHGSNTSSTLPLLQRVNGSVALASASRYNAWRLPSWKVKQRYLKQEYQWLDTPHSGQI 720
NTDB id 1439 BW25113 RS04735 WP 000705764.1 PAEQKMLSRYWQQVQATLLQVPHHGSNTSSSLPLIQRVNGKVALASASRYNAWRLPSNKVKHRYQLQGYQWIDTPHQGQT 720
consensus !!!!!!!!*!!! * !!**!!!!!!!!!!!*!!!*!!!!! !!!!!!!!!!!!!!!! !!!*!! ! !!!*!!!! !!

logo TVDNFSAPQGSWQR I SSLMREQI LPRWYHQWFGVPSEVDNG
NTDB id 25387 EFER RS05370 WP 000705595.1 TVDFSPQSWQISSMREQILPRWYHQWFGVSEDNG 754
NTDB id 1439 BW25113 RS04735 WP 000705764.1 TVNFSAQGWRISSLREQILPRWYHQWFGVPVDNG 754
consensus !! !!*! ! !!!*!!!!!!!!!!!!!!!* !!!

X non conserved

X similar

X ≥ 50% conserved


