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NTDB id 1284 ACE17W RS12370 WP 010946666.1 GIRWGVSRPTHL......SGTLEGA.......NELARGT.APANVVPL.....ERRLNLDLAAAPLTGATPASVGIALAK 512
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GIRWGVSRPTHL......SGTLEGA.......NELARGT.APANVVPL.....ERRLNLDLAAVPLTGATPASVGIALAK 512
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GVRWGVMSTNGSHS...VGGSIESNLWQKGLLAD.........DEFPV.....DEFLNVNLAST...SANASSIAFQVAK 398
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GVRWGVMSTNGSHS...VGGSIESNLWQKGLLAD.........DEFPV.....DEFLNVNLAST...SANASSIAFQVAK 398
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GVRWGFTSINGSHT...VGGSIENNLATIGLYDGGGEGD.DGGSSVGI.....DDFLNVNLAAT...SPNATSIAFQVAK 407
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVKWGILSQGINQNSNLLVGGSETTLWNLRNP...DSN.....GTYTI...ERPDNLNVDLGVT...TTGASSIAFGLIS 531
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVKWGILSQGITNNNNLLVGGSETTLWNLREP...KKDETTGGYKYTI...ERPDNLNVDLGVS...NP.AGSIAFGLIS 543
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVKWGILSQGITNNNNLLVGGSETTLWNLREP...KKDETTGGYKYTI...ERPDNLNVDLGVS...NP.AGSIAFGLIS 543
NTDB id 253690 CS390 RS01735 WP 256587613.1 GIRWGGELSLGAGV....A............................LYGPGEVGRPFVDLGAE...RA.SSGIGLGLVR 234
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GVRWGGAYHKGNWS....GYGKDGN.IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAK...DA.TSGIGIGFIT 538
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NTDB id 1092 CAD91899.1 1..2286( ) AISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQ 659
NTDB id 1100 NMB RS09455 WP 002225652.1 AISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQ 667
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSG...ATAVAFKKAVLSLKVTPQITPDGK 589
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSG...ATAVAFKKAVLSLKVTPQITPDGK 589
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSG...ASTVAFKKAVLSLKVTPQITPDNR 475
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSG...ASTVAFKKAVLSLKVTPQITPDNR 475
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSG...ATSVTFKKAVLSLKVTPQITPDNR 484
NTDB id 1009 ACIAD RS15175 WP 004923730.1 L.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGK 610
NTDB id 1039 H0N27 RS01460 WP 031993779.1 M.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGK 622
NTDB id 1052 ABD1 RS15850 WP 001017033.1 M.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGK 622
NTDB id 253690 CS390 RS01735 WP 256587613.1 ..DSQLLDLELTAMEKSGNGEIISQPKVVTADRETARILKGTEVPYQESGANG...TTSITFREASLSLEVTPQIMADNR 309
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ..DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSG...ATSTSFKEAALSLEVTPQITPDNR 613
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NTDB id 1092 CAD91899.1 1..2286( ) IIMTVKINKDSPAQC..ASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKK 737
NTDB id 1100 NMB RS09455 WP 002225652.1 IIMTVKINKDSPAQC..ASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKK 745
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ILMDLQINQDTPSPQ.TFLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQIT 665
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ILMDLQINQDTPSPQ.TFLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQIT 665
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LVLDLSVTQDRRGET.VKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQ 554
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LVLDLSVTQDRRGET.VKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQ 554
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LVLDLSVTQDRPGQV.VKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSYEN 563
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILMELNIANDSINS.YAQNGEA...ILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKS 686
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IQMKLDISKDSVAG.AAPNGEL...ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKS 698
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQMKLDISKDSVAG.AAPNGEL...ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKS 698
NTDB id 253690 CS390 RS01735 WP 256587613.1 VVMAVKVTKDEPDYLNAQAQVP...PIRKNEVNAKVQVGDGETIVIGGVYSTVQSKVVDKVPFLGDVPYVGRLFKRDVVQ 386
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IIVEVKVTKDAPDYQNMLNGVP...PINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVT 690
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NTDB id 1092 CAD91899.1 1..2286( ) TDRRELLIFITPRIMGTAGNSLRY*........ 761
NTDB id 1100 NMB RS09455 WP 002225652.1 TDRRELLIFITPRIMGTAGNSLRY......... 769
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1186 GTF74 RS01320 WP 000788426.1 MGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 MGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VGKSELLIFVTPKVVIQ................ 580
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 253690 CS390 RS01735 WP 256587613.1 EKKSELLVFLTPRIMSDQAIAVSR......... 410
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DRKNELLVFLTPRIMNNQAIAIGR......... 714
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