logo

NTDB
NTDB
NTDB
NTDB

id 1157 A1552VC RS03895 WP 001888250.

id 1045 HON27 RS16330 WP 168727019.1

id 253677 CS058 RS25635 WP 031638292.

id 1473 PAKAF RS24000 WP 003094694.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1157 A1552VC RS03895 WP 001888250.

id 1045 HON27 RS16330 WP 168727019.1

id 253677 CS058 RS25635 WP 031638292.

id 1473 PAKAF RS24000 WP 003094694.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1157 A1552VC RS03895 WP 001888250.

id 1045 HON27 RS16330 WP 168727019.1

id 253677 CS058 RS25635 WP 031638292.

id 1473 PAKAF RS24000 WP 003094694.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1157 A1552VC RS03895 WP 001888250.

id 1045 HON27 RS16330 WP 168727019.1

id 253677 CS058 RS25635 WP 031638292.

id 1473 PAKAF RS24000 WP 003094694.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1157 A1552VC RS03895 WP 001888250.

id 1045 HON27 RS16330 WP 168727019.1

id 253677 CS058 RS25635 WP 031638292.

id 1473 PAKAF RS24000 WP 003094694.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1157 A1552VC RS03895 WP 001888250.

id 1045 HON27 RS16330 WP 168727019.1

id 253677 CS058 RS25635 WP 031638292.

id 1473 PAKAF RS24000 WP 003094694.1

consensus

1

1

kel VDB Dume T et doeLysRecell | T AL DS LDberycdmerst Y

AMSRQKALIVDDEPDIRELLEITLGRMK DTRSARNVKEARELLAREPFDLCLTD RLPDGSGLDLVQY QQRHPQTP

BMSRQKALIVDDEPDIRELLEITLGRMK DTRSARNVKEARELLAREPFDLCLTD RLPDGSGLDLVQY QQRHPQTP
Kook ok ok ok ok ok ok |k | koo ok sk ok | okokk sk | koK ko ok kR kR Rk Rk kk | skokkkkokokokok [okok Dok Dokok |1 Pokok ok |okokokokokkok ok ok | kok |k

L e A

[JKASKLKNBVDNKNQNYEGFEESEQ THQMEY R TRD S AJAS

AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP s

AMITAYGSLDTATQALKAGAFDFLTKPVDLGRLRELVATALRLRNDP .
skokok bolsk Doskosk Dok Dskosk Doksksk 0Dk b Dsksk D) oskoskoskoskosk | oskoskoskosk sk sk | sk sk sk sk ok

Y e b g Pl gL B o el L)

)k ckokskckkkskokskskk |k | sksksk  skokoskoksk | skkok |k

Pk Poskskskokoe DL D s Dl Dok Dosksksk Dsksk sk Dosksksk | Pk D Esk Dl Dk e 11

6L ORLRUEH R D ATl LR

PUTx b Db DD Dok | Lkokokk L DLk 1 LT

R

EVA LP AMQVKLLRAIQEKAVRAVGEQQEIAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELR PPLRERRIED P
EVA LP AMQVKLLRAIQEKAVRAVGEQQE AVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELR PPLRERBKIED P
Pokskskskskokokok Dok DD Posksk Dskskokokosksk D1 skosksksksk Dok Dsksksk Doskosksk Dskskokok Dsksk Dok D lsk D Dk Dsksk Dsksk Poksk DD D Dk b x| xx

Lok oo Toptobeliaher el ERovT e

KBEEEKDF Vil
CMEWE TP K QUNNE AJNE T YIlL 8 QB A AN N R WYRNAIN TRi SiAv) A TRID I SHIMEPAPL .

ol A?@Q

S'N I:A

Q
LLA RILKRLAG TGLPAARLTGDAQEKLK YRFPGNVRELENMLERAYTLCEDDQIQPHDLR ADAR
LLA RILKRLAG TGLPAARLTGDAQEKLK YRFPGNVRELENMLERAYTLCEDDQIQPHDLR AD AR

PR

ARARY TONE I F L\\’VTEKQAIEQA¢%A %SELBMLEEY\.E%EK /NBIQM%ELEETFRSLRYRLKKL

HENKVSVHEIFPLWIT.KQAIlQAIEACDGNIPRAATYL VSPST. I..

SAAQSIQTT..... AA .PQEYVK . . KLPSEGIBAR)ERMNEHED WNRTIBAAY LG TFRSIBRYRLKKIJG|
................ BNEEAASHNT SEIDNLEDYLEDIERKLIMQALEETRWNRTAAAWNRLGLTFRSMRYRLKKLG
................ RN CAASHNI SEIDNLEDYLEDIERKLIMQALEETRWNRTAAAWNRLGLTFRSMRYRLKKLG

* ok K Dokk skokokokokokokokok | L skokokokokokkskkokok ok ok kokok | D skokokokok ok ok ok o ok ok ok ok % ok ok ok K K %

151
159
154
154

231
239
234
234

311
319
314
314

391
395
385
385

455
464
443
443



logo |

LUTETEQEV
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ......... 455
NTDB id 1045 HON27 RS16330 WP 168727019.1 DTETEQEV 473
NTDB id 253677 CS058 RS25635 WP 031638292.1 fj8y....... 445
NTDB id 1473 PAKAF RS24000 WP 003094694.1 I D 445

consensus

X non conserved
B similar
>50% conserved



