
logo MLKKRSLS I EPFYYWWQDRVF IAAI I LA I LLHI FVLL IHFAMPAPSEQSTKE IA I S IRPTEDVIKHADFLAQADQQGSGAFREAH
NTDB id 253480 A388 RS02730 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGAFREAH 85
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGAFREAH 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVASLEAQYLQRQQ
NTDB id 253480 A388 RS02730 WP 000914774.1 RMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVASLEAQYLQRQQ 170
NTDB id 1078 ABD1 RS15030 WP 000914774.1 RMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVASLEAQYLQRQQ 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVI LNAQGGIRAIRLLESSGHPVLDEAAKA
NTDB id 253480 A388 RS02730 WP 000914774.1 DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRLLESSGHPVLDEAAKA 255
NTDB id 1078 ABD1 RS15030 WP 000914774.1 DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRLLESSGHPVLDEAAKA 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SVRRGAPFGRFDANMKDI SELR I IRTWRFDPAEAEFEVH
NTDB id 253480 A388 RS02730 WP 000914774.1 SVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
NTDB id 1078 ABD1 RS15030 WP 000914774.1 SVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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