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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWK.LYIISAVVLIMVLIGFIFWRQDDYTSRNFENKD......NALKQSTSENSSLSK.VEDVQ 72
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWK.LYIISAVVLIMVLIGFIFWRQDDYTSRNFENKD......TALKQSTSENNSLSK.LEDVQ 72
NTDB id 105 BSU 25590 NP 390437.1 ........MNWL....NQHKKAIILA.ASAAVFTAIMIFLATGKNKEPVKQAVPTE..................TENTVV 49
NTDB id 613 LCA RS05340 WP 231952379.1 ........MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQ.KQKVTQNE......QLLATSASKT.......KPAT 58
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..........MESIIEKIKEYKIIVICTGLGLLVGGFFL.LKPAPHTPVKETN.LQAEVVAISKDSSTE.......KDVK 61
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..........MEAIIEKIKEYKIIVICTGLGLLVGGFFL.LKPAPQTPVKETN.LQAEVVAVSKDSVSE.......KEVK 61
NTDB id 153 SP RS04730 WP 000387344.1 ..........MEAIIEKIKEYKIIVICTGLGLLVGGFFL.LKPAPQTPVKETN.LQAEVAAVSKDSSTE.......KEVK 61
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..........MEAIIEKIKEYKIIVICTGLGLLVGGFFL.LKPAPQTPVKETN.LQAEVAAVSKDLVSE.......KEVN 61
NTDB id 222 SPD RS04535 WP 000387330.1 ..........MEAIIEKIKEYKIIVICTGLGLLVGGFFL.LKPAPQTPVKETN.LQAEVAAVSKDLVSE.......KEVN 61
NTDB id 188 SPR RS04295 WP 000387330.1 ..........MEAIIEKIKEYKIIVICTGLGLLVGGFFL.LKPAPQTPVKETN.LQAEVAAVSKDLVSE.......KEVN 61
NTDB id 300 STER RS07485 WP 011681496.1 .........MKEKILAYVKDNR.LFVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQ 70
NTDB id 253461 CS400 RS16515 WP 225868554.1 ................................................................................ 0
NTDB id 595 KW2 RS08725 WP 021037687.1 ..........MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPKP....AE..TLSVENLSSSSTKS.......SVSK 57
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NTDB id 36 MW RS08230 WP 001793467.1 VKDGDNSKNKGPVYVDVKGAVKHPNVYKMTSK.DRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQ 150
NTDB id 20 SA RS08005 WP 001802022.1 VKDGDNSKNKGPVYVDVKGAVKHPNVYKMTSK.DRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQ 150
NTDB id 105 BSU 25590 NP 390437.1 KQEANNDESNETIVIDIKGAVQHPGVYEMRTG.DRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQ 128
NTDB id 613 LCA RS05340 WP 231952379.1 KKTHQAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQE 138
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KEEKEEPVEQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH 140
NTDB id 493 SM12261 RS04300 WP 000387351.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ 140
NTDB id 153 SP RS04730 WP 000387344.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ 140
NTDB id 263 KZH43 RS04195 WP 000387330.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ 140
NTDB id 222 SPD RS04535 WP 000387330.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ 140
NTDB id 188 SPR RS04295 WP 000387330.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ 140
NTDB id 300 STER RS07485 WP 011681496.1 SKTEGSEKVKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLD 149
NTDB id 253461 CS400 RS16515 WP 225868554.1 .................................................................MIYVPAKGEQAPAVA 15
NTDB id 595 KW2 RS08725 WP 021037687.1 FNSSSSEKNKNEIMVDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSES 136
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NTDB id 36 MW RS08230 WP 001793467.1 IGVN..................SVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVK 212
NTDB id 20 SA RS08005 WP 001802022.1 IEVN..................SVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVK 212
NTDB id 105 BSU 25590 NP 390437.1 G....................GGGSVQSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVS 188
NTDB id 613 LCA RS05340 WP 231952379.1 LIQAPQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVG 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 T...................GS..GAPSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 493 SM12261 RS04300 WP 000387351.1 A...................GP..GTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 153 SP RS04730 WP 000387344.1 T...................GS..GTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 263 KZH43 RS04195 WP 000387330.1 T...................GL..GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 222 SPD RS04535 WP 000387330.1 T...................GL..GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 188 SPR RS04295 WP 000387330.1 T...................GL..GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 300 STER RS07485 WP 011681496.1 QTGT..........GQVSDKGG.....QAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVS 214
NTDB id 253461 CS400 RS16515 WP 225868554.1 PPVV..........QSTGPTGGTPT..SDHAATDKVNLNTADVAALQTLSGIGQKKAEKIIDYRQQHGNFKTIDDLKNVS 83
NTDB id 595 KW2 RS08725 WP 021037687.1 T...............DSPTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVS 201
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NTDB id 36 MW RS08230 WP 001793467.1 GFGSKTFDKLKSYFTI. 228
NTDB id 20 SA RS08005 WP 001802022.1 GFGSKTFDKLKSYFTI. 228
NTDB id 105 BSU 25590 NP 390437.1 GIGEKSFEKIKSSITVK 205
NTDB id 613 LCA RS05340 WP 231952379.1 GIGPKTFEQLQSQICVN 235
NTDB id 521 SMSK321 RS04960 WP 000443804.1 GIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 GIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 GIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 GIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 GIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 GIGGKTIEKLKDYVTVD 216
NTDB id 300 STER RS07485 WP 011681496.1 GIGDKTLDKIRESLYVA 231
NTDB id 253461 CS400 RS16515 WP 225868554.1 GFGEKTVAKYKDQLTV. 99
NTDB id 595 KW2 RS08725 WP 021037687.1 GFGDKTLEKLKDEISID 218
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X similar

X ≥ 50% conserved


