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NTDB id 374 SMU RS06885 WP 002262930.1 MKKILIVDDEKPISDIIKFNLAKEGYDTITAFDGREALSKYEEENPDLIILDLMLPELDGLEVAKEVRK...NSHVPIIMLSAKD 82
NTDB id 25325 CYA RS12805 WP 011431513.1 MSKVLVVDDNRTYLEAISSLLSESGLEVSTAMDGVEAMDIIRQQKPDVVVLDIVMPGMNGYEVCREVKKDESTKHIRIVVCSTKD 85
NTDB id 1417 SGL RS04200 WP 014407071.1 MNAVLLVEDSSSQREMISGILKDHGWQVTIACDGVEALEKLQNFSPDLVVLDIVMPRMNGYEVCRRIKSDPKTKNVPVIMCSSKG 85
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