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NTDB id 25322 CYA RS09265 WP 011430784.1 ..................................................................................... 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ..................................................................................... 0
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NTDB id 25322 CYA RS09265 WP 011430784.1 .....................................................MSDLPSPPFTSRRAGAASKALAIANVSITPFG 32
NTDB id 1410 SGL RS13950 WP 010873519.1 .............................................................MTSSSSSKKSRAVAL.RNYFSPFG 23
NTDB id 1306 DR RS10060 WP 027479822.1 VDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQLREALQVQAREGKVKPLG 337
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NTDB id 25322 CYA RS09265 WP 011430784.1 RKLKELGFADDKQIQDIQNALKADREGGSKALALVVKEIVGKEITPDLERAYKRQQLFELKIIYGIPPLDIDLEPVEISEMIGLI 117
NTDB id 1410 SGL RS13950 WP 010873519.1 NKLVAGGHVDAEQLRQALVQVK....KTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLYGVDSVDPEVAPIATQQMAELI 104
NTDB id 1306 DR RS10060 WP 027479822.1 EVITELGFASPDEVDSALQ...KQNVGGGRLED...TLVQSGKLSPEMLARSLA.......AQLGYEFLDPIQNPPDPK.....V 404
NTDB id 1028 TT RS08215 WP 011173991.1 EILVELGLARPEDVEEALQ...KQRRGGGRLED...TLVQSGKLRPEALAQAVA.......TQLGYPYVDPEEDPPDPG.....A 404
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NTDB id 25322 CYA RS09265 WP 011430784.1 DSLLPLDICNRYKFLPIRRQDN...QVLVAMVRPDNLQALDDIQRRFRIQGLK..LQRRVFTQRDFDALINRYMDAQAELLAIKG 197
NTDB id 1410 SGL RS13950 WP 010873519.1 GRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFE..LRRLVVTQDDFNQLLEQYYAIREEWEAAQE 187
NTDB id 1306 DR RS10060 WP 027479822.1 ALMIPEATARRYVVVPVRLQGN...SLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGEKGFEKLNKE 481
NTDB id 1028 TT RS08215 WP 011173991.1 PLLLPEDLCRRYGVFPHRLEGN...RLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAELSEIAKE 486
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NTDB id 25322 CYA RS09265 WP 011430784.1 INDAAAPVQEEEEVVVNIAELDLDSIEDVAVDEAGEGSLEQQVKSADDAPIIKLSNQILVKALQDGASDIHIEPQEEYLRIRFRK 282
NTDB id 1410 SGL RS13950 WP 010873519.1 KRDQERALDKLNDLTDIVGSIDMNLGED.....KEDVDNALDSNDANQAPVINLVNKILAKALQEGTSDIHVEPQEETLRIRFRK 267
NTDB id 1306 DR RS10060 WP 027479822.1 LAE............................RNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRI 538
NTDB id 1028 TT RS08215 WP 011173991.1 FAK............................KQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRI 541
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NTDB id 25322 CYA RS09265 WP 011430784.1 DGVLRQAFENFPKKIVPALTARFKIMSNLNIAERRLPQDGRIRRVFKGRKVDFRVSTLPSRYGEKIVLRILDNSATQLGLDKLIT 367
NTDB id 1410 SGL RS13950 WP 010873519.1 DGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLIT 352
NTDB id 1306 DR RS10060 WP 027479822.1 DGALRE.QNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGF 622
NTDB id 1028 TT RS08215 WP 011173991.1 DGALRP.YSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGF 625
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NTDB id 25322 CYA RS09265 WP 011430784.1 DPETLASFKEVVRRPFGLILVTGPTGSGKTTTLYSALAEVNDPGINISTAEDPIEYSLPGITQVQVIREKGMDFAMILRAFLRQD 452
NTDB id 1410 SGL RS13950 WP 010873519.1 NPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQD 437
NTDB id 1306 DR RS10060 WP 027479822.1 SEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQD 707
NTDB id 1028 TT RS08215 WP 011173991.1 APGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQD 710
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NTDB id 25322 CYA RS09265 WP 011430784.1 PDVILVGETRDHETAKTAIEASLTGHLVLTTLHTNDAPGAIARLTEMGIEPFMISSSLLGVLAQRLMRRVCTECRIPYHPTSEEL 537
NTDB id 1410 SGL RS13950 WP 010873519.1 PDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEEL 522
NTDB id 1306 DR RS10060 WP 027479822.1 PDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVL 792
NTDB id 1028 TT RS08215 WP 011173991.1 PDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETL 795
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NTDB id 25322 CYA RS09265 WP 011430784.1 ARYGLSLSGDGEQLTFYKANKLSPKEIEQRKATGKPICEKCGGVGYKGRVGVYEFMRMNDRLAELINKGAPTEVIKEAAV.ESGM 621
NTDB id 1410 SGL RS13950 WP 010873519.1 SRFGLSASGD.EVVTFYKANSLSPDEIHLARQKG.NLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAV.EEGM 604
NTDB id 1306 DR RS10060 WP 027479822.1 RRLGISERD.................IRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGL 860
NTDB id 1028 TT RS08215 WP 011173991.1 RRLGLSEAE.................IQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGM 862
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NTDB id 25322 CYA RS09265 WP 011430784.1 KTLLAYSLMLVKQGLTTLEEVDRVILTDKGLETELKARAKALSTCRNCGAALQVDWMDCPYCLTPKF. 688
NTDB id 1410 SGL RS13950 WP 010873519.1 ITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
NTDB id 1306 DR RS10060 WP 027479822.1 RSLRQDGIEKALQGLTTLEEVLAVTAS......................................... 887
NTDB id 1028 TT RS08215 WP 011173991.1 KTLREDGLYKALQGITTLEEVLARTIE......................................... 889
consensus **! * * **!*!!!!!!* ***** ********* * *** *** ** ********** **



X non conserved

X similar

X ≥ 50% conserved


