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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 252869 CSW64 RS14020 WP 099622696.1 .MAGSVNKVILVGNLGADPEIRTLNSGDRVANLRLATSETWRDRASGERKERTEWHRVVIFNDNLVKVAEQYLKKGSTVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDE................GYGQSQEAYQRPAQQ 135
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEE................GYGQSQEAYQRPAQQ 135
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNF.NG 151
NTDB id 252869 CSW64 RS14020 WP 099622696.1 IEGALQTRKWTDQSGQEKYSTEIVLQKFRGELTMLGGRGDGGG.AMR...........DDGDFGGGYSGGGGSFGGSSGG 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPA...........QGGMNV...PAQQGSWGQPQQP 144
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NTDB id 1131 NGFG RS05740 WP 003695064.1 SRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GNATR....PQPAQKPAA......QAEPPMDNFDDDIPF 180
NTDB id 252869 CSW64 RS14020 WP 099622696.1 GR.SQ...PSGP.............RENFSADLDDEIPF 169
NTDB id 1166 A1552VC RS00795 WP 000168289.1 AKQHQPMQQSAPQQYSQP......QYNEPPMDFDDDIPF 177
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