logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1092
1100
1115
1186
1175
1408
1009
1052
1039
1284
1257

CAD91899.1 1..2286( )

NMB RS09455 WP 002225652.1
0K783 RS00485 WP 003698035.1
GTF74 RS01320 WP 000788426.1
A1552VC RS12105 WP 000788426.
DSB67 RS13980 WP 010643500.1
ACIAD RS15175 WP 004923730.1
ABD1 RS15850 WP 001017033.1
HON27 RS01460 WP 031993779.1
ACE17W RS12370 WP 010946666.1
GCO85 RS04855 WP 163621000.1

1

252586 CSH50 RS24670 WP 096050272.1

1193

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1092
1100
1115
1186
1175
1408
1009
1052
1039
1284
1257

PAKAF RS26665 WP 003161249.1

CAD91899.1 1..2286( )

NMB RS09455 WP 002225652.1
0K783 RS00485 WP 003698035.1
GTF74 RS01320 WP 000788426.1
A1552VC RS12105 WP 000788426.
DSB67 RS13980 WP 010643500.1
ACIAD RS15175 WP 004923730.1
ABD1 RS15850 WP 001017033.1
HON27 RS01460 WP 031993779.1
ACE17W RS12370 WP 010946666.1
GCO85 RS04855 WP 163621000.1

1

252586 CSH50 RS24670 WP 096050272.1

1193

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1092
1100
1115
1186
1175
1408
1009
1052
1039
1284
1257

PAKAF RS26665 WP 003161249.1

CAD91899.1 1..2286( )

NMB RS09455 WP 002225652.1
0K783 RS00485 WP 003698035.1
GTF74 RS01320 WP 000788426.1
A1552VC RS12105 WP 000788426.
DSB67 RS13980 WP 010643500.1
ACIAD RS15175 WP 004923730.1
ABD1 RS15850 WP 001017033.1
HON27 RS01460 WP 031993779.1
ACE17W RS12370 WP 010946666.1
GC085 RS04855 WP 163621000.1

252586 CSH50 RS24670 WP 096050272.1

1193

consensus

PAKAF RS26665 WP 003161249.1

Nesk&Bes o LA oL FuATparah @ézmTMV* PerErElvaF R AM 5 AR%A 5%

MNTKLTK......... IBESGLFVATAAFQTASAGNETDE@KVSS PNKQKI KVSIIDKEIV.N VTSS
MNTKLTK......... IBRSGLFVATAAFQTASAGN TD KVSSEPNKQKIMKVSADKEIV.N TG VTSS
MNTKLTK......... I SGLFVATAAFQTASAGNETDEKVSSEPNKQKIMKVSIFDKEIV . NJTGEVTSS

MKQIIRQFSIGTVAYARMQ......... VASAQVAETNEVPMNEPGQGTEBRVMENGLPP . QEQANQLEQRAR

MNHVFRQFSMGAVATAMMQ......... AASAQVSMTNEVPMQEAGQGTERRVMANGLPP . Q¥QAMQLENZSH

MNHVFRQFSMGAVAIA[MQ......... AASAQVSHMTNEVPMQEAGQGTERRVMEANGLPP . QEQAMQLENZSH

..... MR.....KITAPMMILIS.ASLSMAYSKDNSHISMKVLPEPENRVREDFQIISKPLKQLIZASEI TQKIZP

..... MR.....KITABMMILIS.ASLSLAYSKDNSHISMKVLPEPENRVREDFQISKPLKQLIZASEI TQKIP

MNSGLSR. . ... LGIAMMAAMF. . . .. APALLAAD.EK.DVAA.PGDRVE.KLQlDEPVAA ﬁRG.TIEQEAEA-LPG
* * * * kk  kx

&,EébQRNKé ARCAVKAAPAREAK
ESDDTVSAPARPAVKAAPAAPAK
ESDDTVSAPARPAVKAAPAAPAK
ESDDTVSAPARPAVKAAPAAPAK

I z%'z@oéz;%vé@;kﬁ5¢§X><QeDBR6RL;Y Mg (Y TETRQ'%

TGIS .QQVLEYADPLLSKISAAQNSSRKIARLV NLNKPGQ NTEWRENKVWEEF
TGIS D..QQVLEYADPLLSKISAAQNSS LV NLNKPGQ NTEVR NKVWHE
TGISMD..QQVLEYADPLLSKISAAQNSSRIIARLVENIENKPGQ NTEVR NKVWBF

.................................... KNGLKT. . YJJAQTWLTHMWMGLALCAS . . . . ... ... ...
.................................... KNGLKT. . YJAQTWLT®WMGLALCAS . . . . . ... it
.................................. KMRHGLTLTPRKLTGLFSMWESLLLAP. ... ..............
AGQKBAK. .SLIPVTTNEASSIDVSSDDKJJAVVMNISKDAGA TTR EENVEIRK@NNIQSTATP. . . .. V..... A...
AQQGEKQ..SKISVATNEASSVDVTSDDQASIKIL TMNISKDAGABT TRYYE[ENTF I|SK@YSAQTSNKP. . . .. L..... P...
AQQGEKQ..SKISVATNEASSVDVTSDDQISHL TMNISKDTGA TTR EENTEFIRK@SAQTSNKP. . . .. L..... P...
TDMQWPSDQKTKTIQLGSLHSYNIVAVGDRIVIHAIMEIMDRSVSMSGSTAGSIYSIMVEYGKSNDL . F. . .......... EN.
TDMQO@PSDQKTKTIQLGSLHSYNIVAVGDV|HAIEEMDRSVSESGSTA[ESVYS|RVIYGKSNDL .F. .. ......... EN.

VQNK. GTKNRELSVGNTRSVTVVEAKDETELIlNlTTLSSlTTRlElNNLFlVlGNSPAGASVASTAPVKASPAPAS.
*x x ok ok

Q A <,
QRAAA STKSAVSYKEV TPAKQRAAAPFTESVVSVSAPFSPAKQRAAAS AKQQAAA AK)QAAAJ6? =X Aﬁﬁén
QQAAAPSTKSAVSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA. .. ... .. APAKQQAAAPAKQT
QQAAAPSTKSAVSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAIAPAKQT
QQA .+ et e AAPFTESVVSVSAPFSPAKQQA . « o v v voev e ee e eeee NASAKQT
................ SM. .. e e e e e e e . VFSAESINTANQEE
................ SM. . i e e e e e i e e e .. . VFSAESINTANQEE
................................................................. FVAAEEVQSNSEBKS)

................................................................... TSAPEPQQGHEG
................................................................... VVS.IQPQGMS
................................................................... VVS .\QPQGMS

............. SKEVF . . o et o it et ee it e i . ITNQUVNAKHEWKR|
............. SKEVF . . ot i ettt ii e et . ITNQUVNAKHEQKR|
............. YAQPT . ottt .. . KPKPYVPAGRANREH



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1092 CAD91899.1 1..2286( )

1100 NMB RS09455 WP 002225652.1
1115 OK783 RS00485 WP 003698035.1
1186 GTF74 RS01320 WP 000788426.1
1175 A1552VC RS12105 WP 000788426.1
1408 DSB67 RS13980 WP 010643500.1
1009 ACIAD RS15175 WP 004923730.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1
1284 ACE17W RS12370 WP 010946666.1
1257 GCO85 RS04855 WP 163621000.1
252586 CSH50 RS24670 WP 096050272.1
1193 PAKAF RS26665 WP 003161249.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1092 CAD91899.1 1..2286( )

1100 NMB RS09455 WP 002225652.1
1115 OK783 RS00485 WP 003698035.1
1186 GTF74 RS01320 WP 000788426.1
1175 A1552VC RS12105 WP 000788426.1
1408 DSB67 RS13980 WP 010643500.1
1009 ACIAD RS15175 WP 004923730.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1
1284 ACE17W RS12370 WP 010946666.1
1257 GCO85 RS04855 WP 163621000.1
252586 CSH50 RS24670 WP 096050272.1
1193 PAKAF RS26665 WP 003161249.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1092 CAD91899.1 1..2286( )

1100 NMB RS09455 WP 002225652.1
1115 0K783 RS00485 WP 003698035.1
1186 GTF74 RS01320 WP 000788426.1
1175 A1552VC RS12105 WP 000788426.1
1408 DSB67 RS13980 WP 010643500.1
1009 ACIAD RS15175 WP 004923730.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1
1284 ACE17W RS12370 WP 010946666.1
1257 GCO85 RS04855 WP 163621000.1
252586 CSH50 RS24670 WP 096050272.1
1193 PAKAF RS26665 WP 003161249.1

consensus

S

DFB@E& Rk ok VDVQQSSE ?IEE%NH-%Q .%QBYQ\./NDF SV\/%%Y

EBAALGFAGQPPES TLKNHT PTTI ISLDVADFKTPVQK

DRl 9H 155,
T KRLNNDTQ IpTHAEN
TRKRLNNDTQ IIT Al
T
E
E

EBAALGFAGQP|DERS TLKNHT@ITTI®HQ
EBAALGFAGQP]ES TLKNHTEZTAIRQ
ELLKJNDMADDKLY LIBAUKIDIASINAUE S

KRLNNDTQ IIT T[N

FRKEPSTQEVMT VD[EE
ELLKWDMADDKLY LIBSAUKIDIASINAUE S FRKEPSTQEVMT VD[EE
DLLNp§SMKDDQLY LMY KidaSiV\YESMEMFRDTSTTR, VAYIDED

GIIQRGAQGE RFPGIK@ZTHIRA DSYNDGSNGYV

Illlllllllllllllllﬂ —<

GI§QRGSQGE RTIGHKMETHIMA DAYNDKGVGV TIQ scs
GI§QRGSQGE] RTIGUKIBITHINA DAYNDKGVGV@THQESEs
MFIC IEKQGER NFLNgKBEL NV THQQEGKKVRETHLEKED
PG IEKQGER NFLNGKRSL NBM THQQEGKKVRETHLEK[ED
QRGEKGE.N-SDPTLSPE’Q.QGGKlRlDFAKlQﬁDAlRVR-K-AQ FlNASAQSDRT SlTlEP SELH
* % % * %k % % % *k ok * ko *x ok

0 st RO ez N el 1R
EVY YLKAERJLE.L%%K AR, B ‘*@:@lé' |E. N ol VAUV B! BéD
ELVNKSAAPGYFTFQ LPKKQNLIASGGVNNAPKT) N
ELVNKSAAPGYFTFQMLPKKQNLIBASGGVNNAPKT N
ELVNKSAAPGYFTFQMLPKKQNLESGGVNNAPKT N
QHDYTLK.GKYLEMYV SKLKAI. . RIWVLQL AD N
QHDYTLK.GKYLEMVMISKLKAB . . RWVLQL AD N
SHDYRLT.GRYLEMKMGKLKAN . . RIYWVLQL AD N
EYMAYQA .ENKLTHMSEKRPQ.B . NVRLNSKNN QNMENE RRVLQLLAD N
EYMAYQA.ENKLTESEKRPQ.B.KNVTSLYKTPN N| RIVLQLLAD N
EYMAYQA.ENKLTESEKRPQ .KNVTSLYKTPNNSIEN RIIVLQLLAD N
GHFVYQV.NKQFMMDMFPLTA IMTRQAKLKKQYV G RIZWLQLLAD N
GHFVYQV.NKQFMMDMFPLTAH.IHMIRQAKLKKQV REMVLQLLAD N
....................... MLGLQMTQAET AD N
DYLVYQT.DNRLTHSEXPMTTH. BAERRKKDNF AJRe] REVLQL AD N

* %k x D keskkxk | [ |
VP ORBL1 et D Mo Lo sl oSl QOMAD Lt
i QQA{DLV %XQN K QgS'EﬁE E& é gE 26 glou 9# = LEsh aﬁBI&

VPWDQALD DIARLAK KAFLQAEKDIADL ALDNADTT
VPWDQALD DIARLAKBKALIBQAEKDIAD|S RLDNADTT

VPWDQALD DINNLAKBKAFIMQAEKDIAD|® RLDNADTT
VPWRIQWMLD I IL[AMKIELDKRYMIGN V EINNDLRIZKQAIMEKARLAEE)R IGGEG. . ..
VPWRQULD I TL{ANYK{ELDKRAAIGNV EINRDLRIFKQAIMEKARLAEE)S IGGEG. . ..
VPW IINGEG. . ..
ITQGRNSGT
ITQGSNNSN
ITQGSNNSN
PWDQALDITLymNeI&T.DKRIAMGNV DTEASMDKMIFEEQIMKSQQT IEKISEPEREIBILANAEEN V@GN ADEIA VEREKD . . . . .
PWDQALDIILyWNMI&I.DKRIAGNV DTHAS DKMEEEQ KSQQTIEKIREPERSBILINAEENNA VG NADNIAVENRKD . . . . .
VPW QALD LRSKGLQ IQECNANT MV VAIRIRAG. . .. ... ... QVQG EPLQRELIE .
VPWDQALD LIW§K LAVNZAD|S AAR.RQEIEAQKQIAEL IYLIRAEIRT Q) FQSVTSDGG
Pk Do b ]k * Pkl [ * * % * * * % *

QULDIIL{NYKMLDKRAAIGNV

300
308
262
122
122
123
228
227
227
235
235

246

460
468
422
275
275
276
385
384
384
388
388
124
404



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1092
1100
1115
1186
1175
1408
1009
1052
1039

CAD91899.1 1..2286( )

NMB RS09455 WP 002225652.1
0K783 RS00485 WP 003698035.1
GTF74 RS01320 WP 000788426.1
A1552VC RS12105 WP 000788426.1
DSB67 RS13980 WP 010643500.1
ACIAD RS15175 WP 004923730.1
ABD1 RS15850 WP 001017033.1
HON27 RS01460 WP 031993779.1
1284 ACE17W RS12370 WP 010946666.1
1257 GCO85 RS04855 WP 163621000.1
252586 CSH50 RS24670 WP 096050272.1
1193 PAKAF RS26665 WP 003161249.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1092 CAD91899.1 1..2286( )

1100 NMB RS09455 WP 002225652.1
1115 OK783 RS00485 WP 003698035.1
1186 GTF74 RS01320 WP 000788426.1
1175 A1552VC RS12105 WP 000788426.1
1408 DSB67 RS13980 WP 010643500.1
1009 ACIAD RS15175 WP 004923730.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1
1284 ACE17W RS12370 WP 010946666.1
1257 GCO85 RS04855 WP 163621000.1
252586 CSH50 RS24670 WP 096050272.1
1193 PAKAF RS26665 WP 003161249.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1092 CAD91899.1 1..2286( )

1100 NMB RS09455 WP 002225652.1
1115 0K783 RS00485 WP 003698035.1
1186 GTF74 RS01320 WP 000788426.1
1175 A1552VC RS12105 WP 000788426.1
1408 DSB67 RS13980 WP 010643500.1
1009 ACIAD RS15175 WP 004923730.1
1052 ABD1 RS15850 WP 001017033.1
1039 HON27 RS01460 WP 031993779.1
1284 ACE17W RS12370 WP 010946666.1
1257 GCO85 RS04855 WP 163621000.1
252586 CSH50 RS24670 WP 096050272.1
1193 PAKAF RS26665 WP 003161249.1

consensus

SkLeHdTS

......... TNGSATVEPLGDSVG
GLQHTSGGGTSTSTNLNTGVDSLGNNVG
GLQHTSGGGTSTSTNLNTGVDSLGNNVG

STTROh U0 o Ry

TsTs TNLNIGVRs L NNﬁ

SOY
El_)
........... SAFG NSGFG....GDDK
........... SAFGWG NSGFG....GDDK
........... SAFGWG NSGFG....GGDK
...... ESNLWQKG LAD........DE
...... ESNLIIQKG@LAD........DE
...... ENNLATIG YDGGGEGDDGGSS
QNSNLLVGGEETTL|{N . . RNPDSN. . ... GT
NNNNLLVGG ETTLWN.. REPKKDETTGGYK
NNNNLLVGG ETTLWN. REPKKDETTGGYK
APANVV. .PLERRLNL......
APANVV. .PLERRLNL......
SDPR. ...
.PIAGSCTFPTT. ..
* *

LDLELSAL
LDLELSAL[
LDLELSAL[N
LDLELSAL[A}N

LDLELSAL[J
LDLELSAL[J
LDLELSALJSY
LDLELSAL[SY

(el o el e i x  x  x  c  c

Tk o Yo

el 0 A

I

PIXNQVMIEARI V]I
PIXNQVMIEARIVI
PINQVMIEARI V)N

o H

PVKQV
PVKQV
PVKQV
PVKQVMIEARI V|

VKQVM EARIV|Y

VKQVM EARIV[Y
PVKQV
PVKQV#

IEARIV)N

TEARIVpx
IEARIVpN

IRTEARTI VIS
IEARIV)S

PV QVMIEARIV|D
PV QVMIEARIV|D

NE N TEXEEVUK VE RN QéleEg EPL BL T A A S

PR

BN

GAETK. .. .H@N PI NS
GAETK. .. .H@NI®P Ijy AA ANS
EAQTK. .. .@NIRPVAAJN. AN
. . PVDEFLN\UN|SASEySEANESH
. . PVDEFLNJUNISA Sy SENESHE
V..GIDDFLN)UNIBAAWSPNINTH
TIERPDNLNJUDIRG VYT T GEASE
TIERPDNLNWUDIBGVEINP . I\GH
TIERPDNLNWUDIRGVSINP . AGS
..... DLAAAPLTEAUNPLY.
..... DLAAVPLTEAIPLY.
....LGSDLF)IDIS&VER l
.GTSKSPSPF)D AKDA TSG
* * * ok k%

A .gx:vé éAV\. EW

516
524
478
329
329
330
456
464
464
442
442
178
458

574
582
536
391
391
400
524
536
536
507
507
218
531

652
660
614
468
468
477
603
615
615
582
582
293
606



lOgO 8 T D KlTKD A()ya |
LSL—L 2VNQ >@<pa§As Hﬁﬁy L'3g
NTDB id 1092 CAD91899.1 1..2286( ) INRZNE QUERUI TRIKEIN KIS QCA . SGNERIT IBChS
NTDB id 1100 NMB RS09455 WP 002225652.1 QCA.SGNETIECES
NTDB id 1115 0K783 RS00485 WP 003698035.1 QCA.SGNNTIECHS
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ETVKTGTGEANMSHEID
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ETVKTGTGEAMSHEID
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QVVKTGTGEA ARID
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GEAI NK|
NTDB id 1052 ABD1 RS15850 WP 001017033.1 . I NK|
NTDB id 1039 HON27 RS01460 WP 031993779.1 I NK|
NTDB id 1284 ACE17W RS12370 WP 010946666.1
NTDB id 1257 GC085 RS04855 WP 163621000.1
NTDB id 252586 CSH50 RS24670 WP 096050272.1 ..
NTDB id 1193 PAKAF RS26665 WP 003161249.1 INEVEMKMTKDAIREDYQNM. . L
consensus P Pskskskskk k% 1 %k ok % * * * * %
<0

Logo B HUM -

]?5/\\/?%?\ I "rl?éAZA-m.gE REKDVYK
NTDB id 1092 CAD91899.1 1..2286( ) TRGKKTDRRIANME GTAGNSLRY*........
NTDB id 1100 NMB RS09455 WP 002225652.1 TRGKKTDRRINHMEY GTAGNSLRY.........
NTDB id 1115 0K783 RS00485 WP 003698035.1 TRGKKTDRRIHHMEY DTAGNSLRY.........
NTDB id 1186 GTF74 RS01320 WP 000788426.1 TYEQMGIMSIHRRRANNOEAT(Q . . . .. ...........
NTDB id 1175 A1552VC RS12105 WP 000788426.1 TYEQMGIASIHBMENENEAAT(Q . . . .. ...........
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SYENVGSS|HNMENNAITQ . . .. ............
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TAKSEAMNINRNED NDTIVGNH..........
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DVKSDDJYQIHRMES NDTLARNH..........
NTDB id 1039 HON27 RS01460 WP 031993779.1 DVKSDDJMQIHRMES NDTLARNH..........
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SNRQITLKNE|BRRE TNALSITTIEGREKDVYK
NTDB id 1257 GC085 RS04855 WP 163621000.1 SNRQITLKNE|RNRES TNALSITTIEGREKDVYK
NTDB id 252586 CSH50 RS24670 WP 096050272.1 DALQEK|ASIHRRAT SDQATIAVSR.........
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DTVTDRJAN|HRMAS NNQAIAIGR.........
consensus * LN

X non conserved
B similar
> 50% conserved

e,

*% | Pobsksksk D D xx

761
769
723
571
571
580
709
721
721
698
698
401
714

v\F(‘;Es%@«TN \%KV Q

731
739
693
548
548
557
680
692
692
659
659
371
684



