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NTDB id 252298 CSE16 RS14955 WP 099424646.1 MAENLDLFEL.NKLFILGRPIVTIFHNPTNMYSIVRVKIQETNLQYEEKEIIVVGYVPQLAEDELYRFTGVMKSHPKYGM 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus ! **! !* *** ! * !*!!*!!*!****!!* !! !*! * ! !! ! ! !*! ! ! ! * *!!!*!*
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NTDB id 252298 CSE16 RS14955 WP 099424646.1 QFQLETFEKEVPSTEQGIVHYLSSDLFTGIGRKTAESIVDKLGLNALTKILEDPNALDAVPRLPAEKKILIRQTIEENLG 159
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!! !*! !!*!*! !!**!!!!!!! !!!*!!!! !! !!! !* !!! !* ! !!!!* ! * * * !
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NTDB id 252298 CSE16 RS14955 WP 099424646.1 LERVMVRLNEWGFGPQLGMKIYQKYREETINLLMENPYRLIEDIEGVGFIRADELGSKLGMTGNHPDRIKAAIFHVLTHA 239
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !! *!* !! *!!!!!! !!!!! ! !!* * !!!! !* !*!!*!! *!!!!!!**!**!!!!*!*!!!! * ! *
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NTDB id 252298 CSE16 RS14955 WP 099424646.1 ALSEGHVYLDAEIVLPAVKNMLEQSQRIEIPYD..AISKACIEMREESKICGEETRLYLPSLYFSEVGIASKIIELKSKN 317
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus *!!!!! !** ! *** *! !! ! * ** !*! * ! !* !* !*! !!!** ! *! ** ** !
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NTDB id 252298 CSE16 RS14955 WP 099424646.1 ETSERFSRDEIRKAIGDVEESYNVTYAPTQVQAIETAMNSAVMILTGGPGTGKTTVVRGLVEAYAELHGLSLNPKTYIEK 397
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK.K 399
consensus ! !* ! !*!**!! ! !!!*! !! !* !****!!!!!!!!!!!!*!!*!! !*!!!!*!! ! ! *!
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NTDB id 252298 CSE16 RS14955 WP 099424646.1 EEPFPIVLAAPTGRAAKRLAESTGLPAMTIHRLLGFNGHEKDEET.EREVTGRLVIIDEMSMVDTWLAHQLLKALHEDVQ 476
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
consensus *!*!!!!!!!!!!!!!!!* !!!!!!!*!!!!!!!*!!*! *!** ** !*!*!!!! !!*! !!!**! !!* ***!
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NTDB id 252298 CSE16 RS14955 WP 099424646.1 IIFVGDQDQLPPVGPGQVLKDLLASKQVPVVELTDVYRQAEGSTIIEIAHQIKKGIVPDTLTTKTSDRSFIQAAAPQVTG 556
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus !! !!! !!!!*!!!!!!!*!!!!! *! ! !!!*!!!!!!!*!*!*!!!*! !**! !! *! !!!!! ****!*
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NTDB id 252298 CSE16 RS14955 WP 099424646.1 VVTQVVKGALAKGQAIRDIQVLAPMYKGPAGIDALNKEIQQLVNPNDGTRKELVFGDTIYRIGDKVLQLVNQPESNVFNG 636
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNG 639
consensus !! !! !! !! *!!!!!!!!!*!*!!! !! *! **!!* !*!! !!! *!! !!!*!!!!!!!! !!!!!

logo DI
MGE I

V
I
TS I FIRYAKENTI

TEKEQDLMAL IVVSFYDGI
NEMVTFYQTKRAKDFLNQFLTHLAYCCS IHKSQGSEFPQI

TVI
V
L
MPVVKRGYSYKRMLRRNLLYTAGI

NTDB id 252298 CSE16 RS14955 WP 099424646.1 DMGEVISIIRAKETIEKQDLLIVSYDGIEVTYQRADLNQLTLAYCCSIHKSQGSEFQTVIMPVVRGYSKMLRRNLLYTGI 716
NTDB id 355 BSU 27480 NP 390625.1 DIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAI 719
consensus !*!!* !! !!! !! !* *!!*!! !*!* * ! !! !*!!!!!!!!!!!!!!* !**!!!*!! *!!!!!!!!!*!
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NTDB id 252298 CSE16 RS14955 WP 099424646.1 TRAKNFLILCGEPDVLANGLAKTDDLTRFTSLKMRLNPIALEDAQKAEVQGKEEIQPKPEQAAEKKQREPSNEQLGLLNV 796
NTDB id 355 BSU 27480 NP 390625.1 TRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQK............................ 771
consensus !!!! !!!!!!!** ! !* ! ! !!!! !! * ! ! !****************************
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NTDB id 252298 CSE16 RS14955 WP 099424646.1 SQSHKIGETLLNHLTTETAPYVHPLIGMDNVSPYDFVED... 835
NTDB id 355 BSU 27480 NP 390625.1 ...............ELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus *************** * * *** !!!* **!*!!* ****
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