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NTDB id 25218 BTH RS14560 WP 009893082.1 MFSFFKRFKKAPDAAPAEPQQAPDAPQDAAGESAAPEAASKAARVDAPAAPVSRGEYSEAPATERPRSDAPAPVRATPPVSPAAA 85
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAK.VESEVAQI.VGNIKEDVESLAESV.KGRAESAV...ETVSGAVEQVKETV......A 73
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NTDB id 25218 BTH RS14560 WP 009893082.1 TPESPAGQPSAAEAARAPSVVMTVTPAANGRNGVVETVEIVPPPAPEPAAKKSWIARLKSGLAKTSS....SITNVFVNTKIDDA 166
NTDB id 1118 NGFG RS11455 WP 003696286.1 EMPSEAGEA..AE..RVESAKEAVAETVGEAVG.....QVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGED 149
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NTDB id 25218 BTH RS14560 WP 009893082.1 LYEELETALLMSDAGVDATEHLLGALREKVRTGRLTDPQQVKDALRGLLVELLTPLEQSLVLGR.AQPLVMMIAGVNGAGKTTSI 250
NTDB id 1118 NGFG RS11455 WP 003696286.1 LYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSI 234
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NTDB id 25218 BTH RS14560 WP 009893082.1 GKLAKHLQSFDQSVLLAAGDTFRAAAREQLAIWGERNNVTVVQQESGDPAAVIFDAVSAARARNIDVMMADTAGRLPTQLHLMEE 335
NTDB id 1118 NGFG RS11455 WP 003696286.1 GKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
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NTDB id 25218 BTH RS14560 WP 009893082.1 LRKVKRVIGKAHDGAPHEVLLVIDANTGQNALAQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPIPVYFIGVGEKVEDLQ 420
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLR 404
consensus **!!!!!* !!**!!!!!***!*!!! !!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!*!! *!!!!! **!!

logo PFDSAERAEFAVDALLDG
NTDB id 25218 BTH RS14560 WP 009893082.1 PFSAEEFADALLG 433
NTDB id 1118 NGFG RS11455 WP 003696286.1 PFDARAFVDALLD 417
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