
logo MLAQPSKMTRWEKEIKQRTPYDNEQDEKLVKRESLATESKQLHQI
L
S
TPLVAVSLFLLVGKRGFLDTAEDEKSAIMRDLFFLHNTAKDEAQDEFHYDPFELLMEKGMDKERATAVDER I

VKQAIQSNQGQ
NTDB id 252169 CG477 RS17645 WP 048724188.1 MLQPKTRWKEKTYNEELVRELASKLQLSPLVVSLFLGRGLDTEDKIMDFFNTAEQEFHDPFLLEGMDRTVERVKQAIQNG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! *! !! * * !* ! !***!!! !! * !! !! * ! *! * *!*!!! * !! *!*!!!! *

logo EKQI LMI FYGDYDADGVSTSTSTVLMF
L
H
L
A
TLQEKLGSADQVDEFYIPDNRFKTEGYGPNEEQAFRSWAIHKEQARGFSL I ITVDTGIAAVHYEAKQVAKEL

NTDB id 252169 CG477 RS17645 WP 048724188.1 EQILIFGDYDADGVSSTTVLFLALQELGADVEFYIPNRFTEGYGPNEEAFRWAHQAGFSLIITVDTGIAAVYEAQVAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! !*!*!!!!!!!!*!!*!* * !! ! ! !*!!!! !! !!!!!!! !!! * !!!!!!!!!!!!!!!*!! !!!!!

logo GI
LDLVI ITDHHEPGPPELPDEAVLRAI IVHPKLQEPGCGTVYPFHKEYLAGVGVAFKLVAHALLGERLVPDEEHLLDE I

LAAVIGTI
VADLVPSLHDGENRL I

NTDB id 252169 CG477 RS17645 WP 048724188.1 GIDLIITDHHEPPPELPEALAIIHPKLEGGVYPFHYLAGVGVAFKVAHALLGRVPEHLLEIAVIGTVADLVSLHGENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!*!!!!* !!*!!! *!* !!!* !!!!!!!!!*!!!!!! *!**!!**! !!!*!!!!*!! !!!!!

logo

A
V
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T
L
RGLEKHRLMRMRTKNNRI

LGLKAELFIKLVASGNGVDS IQGSEAINTEESTI
VGFLQLAPR I

LNAVGR I
LEDQAADPAVHLLLMSEDPSEFEAEKELAAEE IDEQLNKEL

NTDB id 252169 CG477 RS17645 WP 048724188.1 VQRGLKHMRMTKNIGLKALFKVANVSQSEITEESIGFLLAPRINAVGRLEDAAPAVHLLLSEDPEEAKELAEEIDELNKL 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus !! **! ! *!!! ! !* ! !!**!! !!!!*!!!!!*! ! !!!!!!*!!!* !! !!! !!! !!!

logo RKQDKI
MVKSKQI

MTDEEAI EI EMVECQKQYPGPELDENQKTAVI
LVLVAKAEGWNPGVI

VGIVASKLVDERFYRPATIVLGS IDESEKGQIAKGSARS I ERGFDNLF
NTDB id 252169 CG477 RS17645 WP 048724188.1 RKDIVKQITEEAIIEVECKYPPEENKVLVLAKEGWNPGVIGIVASKLVERFYRPTIVLSIDSEKQIAKGSARSIEGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQ..GLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus ! *! *!*!!! !!* *** ** *!*!! !!!!!!*!!!!!!!!*!!!!! !!! !! !! !!!!!!!!! !! !!

logo
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LLPHFGGHPMAAGMTLHKAMENDVDPDELRRSRLNE I
QADNANTVLTVEEDF IP I

V
Q
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E
T
I
VDALVCGKVEDI

VTLVESAS IAEDEMNQKMLASPFGMV
NTDB id 252169 CG477 RS17645 WP 048724188.1 ANLSDCRDLLPHFGGHPMAAGMTLHMNDVDELRRRLNEQANAVLVEEDFIPITTIDAVCKVEDVTLSAIEDMQKLAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!*!!!*!!!!!!!!!!!!!!!* !!**!! !!!! ! ! !!!!!!* *! !! !!!*!* ! *!* ! !!!*

logo
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V
A
LVEKDNADVLEDS IVRAKIGASDNGKSTHLVKMATI

LRDNEGQSASQTLDCTI
VGFGNFKGAELYAQEKEGI SVPGVASKR I

VS IVVGEMVS INEWNNFRKKPQLMI
V
K
Q

NTDB id 252169 CG477 RS17645 WP 048724188.1 GNPKPCIAVKDADLESIRAIGSDGSHLKMALRDGQATLDTIGFGFGAYAKEISPVAKVSVVGEVSINEWNNFKKPQLMVQ 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!! * ! ! !! *! !! *!*!! *! !!**!! ! ! ! **!*!!!*!!!!!!! !!!!!!*



logo DAIAVESAEWQLFDLWRGSKMRNTVWEDVNTLVASAELPKSAEKI
R
A
I IVSYFKSEDSVLTNTKLFLQSLTEDGLYKREREQLVHVVI SSKD
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VVLLDLPPKPGS IL
NTDB id 252169 CG477 RS17645 WP 048724188.1 DIAVEAWQLFDWRSMRNVEVNLAELPKEKIIIVYFSEDVLNKFSLEGYKEQLV.....HASAVTRLDGEYVVLLDLPKGI 635
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !! !!!!! ! ! ! * !! ! !! ! !! ! * ******** !!! !*!!!!*!* *
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LFLYNQEHENDNHFLFLSTFVPATRDEHFKWYYASFLHLKQKRAGAPFDSLVKRKQHYGESEQLACKRHKGWSKVDETI
VNFMTKQVFFDELEG

NTDB id 252169 CG477 RS17645 WP 048724188.1 EELRNIFQVGFPARIYTLFYQENNHLFSTVPTREHFKWYYSFLHQKAPFSLRQYGEQLCRHKGWSKDTVNFMTQVFFELE 715
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus * ! * ! !!! *! ** ! !! ! !*!!!!!! !!* ***! ** *! !**!!!!! *!*!!!! !!!*!

logo FVKTI EKDNGVI
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NTDB id 252169 CG477 RS17645 WP 048724188.1 FVTIKDGVIFMAEQIQKRDLTESNTYREKMNHLQLEKELVYSTYQQLYTWFETIRNHKEIE..QLR.. 779
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !! ! !!* * !!!!!*!*!! ! *** !* ! !!* ! ! * * ** !**

X non conserved

X similar

X ≥ 50% conserved


