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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 25213 HCH RS27820 WP 011399891.1 .MARGVNKVILIGNLGSDPETRYTPSGSAISNLRLATDESYKDKQTGQLVPRTEWHRVVLFGKLAEIAAQYLRKGSKVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGY....GQSQE...............AYQRPA 133
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGY....GQSQE...............AYQRPA 133
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGG.DFGGNQG..SGWNQAPAQ.............TNYNQGG 138
NTDB id 25213 HCH RS27820 WP 011399891.1 EGRLQTRKWQDQSGQDRYSTEIVVD.MQGQMQMLDSRSGGG.GMDNSQGYNDGWQQSAPSGDSYGSAPAAAPAGNYGGAS 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGGMNVPAQQ.................GSWGQPQ 142
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NTDB id 1103 NMB RS07590 WP 002212976.1 QQ............SRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QQ............SRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YSDNYAQ..NNNFN.........GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 25213 HCH RS27820 WP 011399891.1 SNNNYGGAPNNNFGASSGGYSAPNQAQQRPQQPQQPKPPMPEPMDDFDDDIPF 210
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QP.......A...........KQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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