
logo

MLTNLSTVLRQAGI LTFSQEESLLEQVKASGI SMPEALLM
SSGQFYFTI

Q
C
S
HELE

T
E
Q
H
Q
L
T
E
S
R
S
I
VFDGI

LSCTSLNPQSYERW
Y
A
Q
K
S
L
NCQTLEGELKRDQ

NTDB id 1401 DSB67 RS12665 WP 010643259.1 MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQYEYASLCQTLGLRD 80
NTDB id 1384 A4U84 RS08525 WP 010787006.1 .......................................MSQYTIC...EQQTERIFDIS.....PSRWQKNC...EEKQ 30
NTDB id 252118 CG478 RS16660 WP 087095343.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
consensus * * ** ** * * *

logo

L ILLTRHYLNALVPLVNQERTESHSKTL IWLAVADDEPNTNLQTACEDEDI FARFAMTGHKLQI
VELPVLVAIADFSDRELKTAYAL ILNRARLSYGRSLGPQEKQQSGPLKE INYEQDEESELALAG

NTDB id 1401 DSB67 RS12665 WP 010643259.1 LITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLADFRELTAAIRRLYGRSLGQEKSGLKEINQDELAG 160
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDELKYLLNALS.....PEQQP...IYEESELA 102
NTDB id 252118 CG478 RS16660 WP 087095343.1 ................................................................................ 0
NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
consensus ** * ***** * * *** * ** * * * * * *** ** ** * * * * * *

logo

F
LVDE I

Q
E
G
EDE I ENI E

Q
D
E
L
Q
L
S
N
Q
D
L
E
N
M
N
S
D
D
S
P
V
I
I
S
E
H
K
Q
R

F
L
V
Y

A
I
L
S

D
K
N
K
Q
N
I
L
F
I
L
M

E
L
K
D
F
E
C
A
C
L
V
Y

L
R
A
K
Q
T
V

G
K
N
QASDLIHFI EVPNYRKREENQRDKMNALVYMRIVIHQRFLRCVIGDHQGADIVLHILMEKLTI

Y
K
H
K
Q
R

D
Q
S
Y

I
L
M
P

E
K
P
S

I
S
K
E
H
Q
E
F
L
A
C
G
S

E
R
S
VRLSIASHRFIKI

L
F

NTDB id 1401 DSB67 RS12665 WP 010643259.1 LVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQPPSHLSRRLSARIKI 240
NTDB id 1384 A4U84 RS08525 WP 010787006.1 FVEQE.......QEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLISRIKL 175
NTDB id 252118 CG478 RS16660 WP 087095343.1 ..................MNDIEHFANKIMKEACAVQASDLHIVPNRENVMIQLRIGQDLMTKHYIEKQFGERLISHFKF 62
NTDB id 96 BSU 24730 NP 390353.1 ..................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKF 62
consensus ** * * ****** ********** *!!!*!* !*** *****!****!* ** * **** !!*** !*

logo LASASKLMDIASGELRRLQKPQDNGQRSFILKSTYFLQTKI
T
L
A
D
K
N

L
Q
A
D
E
G

D
G
Q
T

A
E
N
T

I
L
V
D
H
F
M
LRLMVSSTLPTLVI FNYELGEKS ILV I

LRVLHLMQDKLPNSQAKSYNPSATIASFLPQPSDFLIDLNSHQKLGSFYLNSFDPKQSSTQAGKQAKQTKLTYLLDNSAFLHRKQRHPSHQGLMI
L

NTDB id 1401 DSB67 RS12665 WP 010643259.1 LSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMI 320
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGLI 255
NTDB id 252118 CG478 RS16660 WP 087095343.1 LASMDIGERRKPQNGSLYLQID.GQEVHLRLSTLPTVYLESLVIRLHLQASI.QPLSHLSLFPSSAKKLLSFLHHSHGLL 140
NTDB id 96 BSU 24730 NP 390353.1 LSAMDIGERRKPQNGSLTLKLK.EGNVHLRMSTLPTINEESLVIRVMPQYNI.PSIDKLSLFPKTGATLLSFLKHSHGML 140
consensus ! **!!*!*!*!! !****** ***!*!*!!!***! *!*!** * ** ** *! ****** **!* !****!**

logo

I
L
M
V
FTGPTGSGKSTI

V
T
S
T
M
LYATSAGLVLENQS IVYALKNQKGHFMPQDENTI

K
R
H
R
NI LSVTALEDPVEKTI EYRDIKLDENPDGI

V
L
I
N
LQ

I
T
VQI

V
Q
N
P
R
E
S
KAIQGFILVDGTFYAESAEQTALGLKRSTAFI LRHQDPDMVIVI ILML

VGE IRDALEDE
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LMTGPTGSGKTVSLYTGLSILNK.PEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLD 399
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LVTGPTGSGKSITLYSALNYLNQ.MDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEE 334
NTDB id 252118 CG478 RS16660 WP 087095343.1 IFTGPTGSGKTTTMYALLEVAKKGQTRRIVTLEDPVEKRKNGLLQIQINEKAGITYETGLKAILRHDPDIILVGEIRDEE 220
NTDB id 96 BSU 24730 NP 390353.1 IFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAE 220
consensus **!!!!!!!!****!***** * ***!*! !!!!!*******!*!**** ***** *!** !!*!!!****!!!!!**

logo

S
TAEKMVIA I

L
V
K
RAASLMQTGHLVMLSTSTLHTRNSDAALKESGTAI

V
E
I
L
YRLMSLDENQLMFGVI ENQSEMRSFNQYNELIAQENSQTSVL ISLAL IVAIAQRLAVDERKLAKLCKPKYFCEKRNQGGKPVQEPNSQLQHIG IANTE

NTDB id 1401 DSB67 RS12665 WP 010643259.1 TAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEPNSQLQHIGIANTE 479
NTDB id 1384 A4U84 RS08525 WP 010787006.1 SAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGV................ 398
NTDB id 252118 CG478 RS16660 WP 087095343.1 TAKVAVRASLTGHLVMTTLHTNDAKGAVLRLMDFGISRQEIEQSLLAVAAQRLVELKCPFCKGK................ 284
NTDB id 96 BSU 24730 NP 390353.1 TAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENG................ 284
consensus *! *!**!**!!!!!***!!!**!*****!!* *!** ******* * !!!!** *!**!**



logo

QI FQANPDGCDNSPSEVCLTYCKRHSQI
S
G
R
Y
N
Q
R
S

T
VG
R
Q
R
I
T
A
G
S
I
VYQECVLMLKSYFRGDHKTANESLKQSEKQCAL IKGASVIHKQRKEFLADEKNGKELNQAHRTI

V
A
A
N
V
Y

L
N
Y
D
G
Q
R

F
M
Y
E
S
Q
S
TLQREMQS ISAGIL IRKEQKGKLYI EKALQQGFILYLTENSTFTEDNRTNVELVYQVD

NTDB id 1401 DSB67 RS12665 WP 010643259.1 QIFQANPDGCNECT..HGYS.GRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQMSGIEKLKQGITSFRELQ 556
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ........GCDECY..QGYR.GRIGVYQCLSRTA............KKFDKQTAYLDFSSLRESAKQKIEQQLTNETEVD 455
NTDB id 252118 CG478 RS16660 WP 087095343.1 .........CSP.LCKSIRQVRQASIYELLYGHE.LKKA......IREANGERVVYRYETLQSSLKKGYALGFLEEDVYV 347
NTDB id 96 BSU 24730 NP 390353.1 .........CSSVYCRQSRNTRRASVYELLYGKN.LQQC......IQEAKGNHANYQYQTLRQIIRKGIALGYLTTNNYD 348
consensus *!******** * ** *!***** * * * ***** * * * ***! * ** ** * ** ***

logo RW
V
V
L
G
Y
F
H
YEKD

NTDB id 1401 DSB67 RS12665 WP 010643259.1 RVLYF... 561
NTDB id 1384 A4U84 RS08525 WP 010787006.1 RVLGYE.. 461
NTDB id 252118 CG478 RS16660 WP 087095343.1 ........ 347
NTDB id 96 BSU 24730 NP 390353.1 RWVYHEKD 356
consensus ******

X non conserved

X similar

X ≥ 50% conserved


