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NTDB id 252088 CG478 RS00020 WP 011983151.1 MFISEIQLKNYRNYEDLNLSFEDKVNVIIGENAQGKTNLMEAIYVLAMAKSHRTSNDRELIRWDEDYGKIKGRLQKRNSS 80
NTDB id 353 BSU 00040 NP 387885.1 MYIQNLELTSYRNYDHAELQFENKVNVIIGENAQGKTNLMEAIYVLSMAKSHRTSNDKELIRWDKDYAKIEGRVMKQNGA 80
consensus !*! * ! !!!!** ! !! !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!! !!*!! !!* ! !
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NTDB id 252088 CG478 RS00020 WP 011983151.1 VSLELNISKKGKKAKLNELEQQKLSQYIGEMNVVMFAPEDLNLVKGSPQVRRRFLDMELGQIAPVYLYELSQYQKVLTQR 160
NTDB id 353 BSU 00040 NP 387885.1 IPMQLVISKKGKKGKVNHIEQQKLSQYVGALNTIMFAPEDLNLVKGSPQVRRRFLDMEIGQVSPVYLHDLSLYQKILSQR 160
consensus *** ! !!!!!!!*!*!**!!!!!!!!*! *! *!!!!!!!!!!!!!!!!!!!!!!!!*!!* !!!!**!! !!!*!*!!
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NTDB id 252088 CG478 RS00020 WP 011983151.1 NHLLKAMQGK..NEETMLDVFTLQLIEHGTKILQKRFEFLHLLQEWAAPIHRGISRGLEELEIVYKPSVDVSESMDLSKI 238
NTDB id 353 BSU 00040 NP 387885.1 NHFLKQLQTRKQTDRTMLDVLTDQLVEVAAKVVVKRLQFTAQLEKWAQPIHAGISRGLEELTLKYHTALDVSDPLDLSKI 240
consensus !! !! *! *** * !!!!! ! !!*!** !** !! ! * ! !! !!! !!!!!!!!! * !** *!!!***!!!!!
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NTDB id 252088 CG478 RS00020 WP 011983151.1 KEVYYESFQSVKQREIFRGTTLIGPHRDDLQFFVNSKNVQVFGSQGQQRTTALSLKLAEIELIYAEVKEYPILLLDDVLS 318
NTDB id 353 BSU 00040 NP 387885.1 GDSYQEAFSKLREKEIERGVTLSGPHRDDVLFYVNGRDVQTYGSQGQQRTTALSLKLAEIDLIHEEIGEYPILLLDDVLS 320
consensus * ! ! ! ** *!! !! !! !!!!!!* !*!! * !! *!!!!!!!!!!!!!!!!!!*!!* !* !!!!!!!!!!!!

logo ELDDYRQSHLLHNTIQGKRVQTFVTTTSVDGIDEHETLKRKQAGKMTFIHRVKQNSGATLVDVCKE IDR I
NTDB id 252088 CG478 RS00020 WP 011983151.1 ELDDYRQSHLLNTIQGKVQTFVTTTSVDGIEHETLKKAKTIHVKSGTVDCEIDRI 373
NTDB id 353 BSU 00040 NP 387885.1 ELDDYRQSHLLHTIQGRVQTFVTTTSVDGIDHETLRQAGMFRVQNGALVK..... 370
consensus !!!!!!!!!!!*!!!!*!!!!!!!!!!!!!*!!!!* ! *! ! * ******

X non conserved

X similar

X ≥ 50% conserved


