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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 25185 RRU RS09065 WP 011389498.1 .MAGSVNKVILIGNLGKDPETRTFQNGGKVTNLRIATSETWKDRQSGERRERTEWHQVAVFGPLADIAERYLRKGSKVYL 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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PYADEGQTEGNGMYNGVQGSGQGEGAYGPSQADRGNPAGQAYQSAAQRGNQNGPGNSAFWY
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGG....A.......PYEEGYGQSQEAYQRPAQQSRQPA. 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGG....A.......PYDEGYGQSQEAYQRPAQQSRQPA. 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGG.DFGGNQGSGWNQAPAQTNYNQGG..YSDN..YAQNNNF 149
NTDB id 25185 RRU RS09065 WP 011389498.1 CGSLQTRKWQDQQGQDRYTTEIVLQGPGAEMTMLDGKPGAGDDYQGGA.......GAGGGYGQGGGGYGAGAGAAAGGGY 152
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.....M.......PAQGGMNV.....P.....AQQGSW 138
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NTDB id 1103 NMB RS07590 WP 002212976.1 ..SDAPS..HPQEAPAAPRRQ.PVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 ..PDAPS..HPQEAPAAPRRQ.PVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNA........TRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 25185 RRU RS09065 WP 011389498.1 GGGAAGGG.RQG.WDT....APASGPAGGPVDMDDDIPF 185
NTDB id 1166 A1552VC RS00795 WP 000168289.1 GQPQQPAKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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