logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

2518
600
269
228
194
159
499
527
453
408
115
625
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1074
1022
1205

consensus

JAKE, UKpﬁK#EEHJiKﬁf?ggggKALgéAng.

1 MCAP RS02785 WP 041594345.1 .MNTE..... LQKIEDNGLKESEMWNSJSEIRKEJS
KW2 RS01765 WP 011675413.1 MATKK. .. .. KTNFDD.ITKKYGA

KZH43 RS08665 WP 001085462.1 .MAKK..... PKKLEE.ISKKFGA
SPD RS09265 WP 001085462.1 .MAKK..... PKKLEE.ISKKFGA
SPR RS08825 WP 001085462.1 .MAKK..... PKKLEE.ISKKFGA
SP RS09750 WP 001085462.1 .MAKK..... PKKLEE.ISKKFGA

SM12261 RS08315 WP 078228268.1 .MAKK..... PKKLDE.ISKKFGA
SMSK321 RS11065 WP 001085454.1 .MAKK..... PKKLDE.ISKKFGA
Spy49 1753c ACI62003.1 .MAKK..... LKKNEE.ITKKFGD MRLG
SMU RS09530 WP 002262392.1 .MAKR..... IKKTEE.ITKKFGD MRLG

BSU 16940 NP 389576.2 ...

LCA RS02525 WP 011374196.1 ... . ... i MAKD

DR RS12030 WP 010888966.1 ....... MSKDATKEI.SAPTDAK

Cj1673c YP 002345041.1 e MDDN

C694 RS00795 WP 000963128.1  .............. . ..., MAIDE

NCTC11637 00359 SQJ03206.1 ........ ... ... ..... MAIDE

RAOC RS04870 WP 004918236.1  .......... MAKT...ETTSPND

A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTV...VKQVEPEQ

NGFG RS03960 WP 003688695.1  ..................... YR NJKALEWAALEANT EKMEGKGEVI M
NGFG RS03960 WP 003688695.1  .......... ... ... YR NJKALEWAALEANT EKMEFGKGEVI M
0K783 RS03845 WP 003688695.1  ........ ... ... YR MJKALEWAALEANT EKNMEGKGEVI M
RS RS02760 WP 011000510.1 .MEDG........ K...KAASMSA

A1552VC RS01565 WP 000344154.1 ..................... MDEN

GTF74 RS11550 WP 000344154.1 . ... ... . . ... ... MDEN

ABD1 RS10195 WP 000344167.1 ... ... MDEN

ACIAD RS06390 WP 004925639.1  ............ . ... ..... MDDN
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NTDB id 25181 MCAP RS02785 WP 041594345.1

NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT AJRUQKIZGGIWNAF IDAEJALDPIAY ARENLGVN 153
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT AQFNQKINGGIWNAF IDAEHALDPEYY ALWAL G VN SQPD GEQ 152
NTDB id 228 SPD RS09265 WP 001085462.1 EIYGPESSGKTT ANFAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD GEQ 1562
NTDB id 194 SPR RS08825 WP 001085462.1 EIYGPESSGKTT AFNQKINGGIWNAF IDAEHALDPEYY ALWALGVN SQPD GEQ 152
NTDB id 159 SP RS09750 WP 001085462.1 EIYGPESSGKTT ANFAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD GEQ 152
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT ANFAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD GEQ 1562
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIYGPESSGKTT AQFNQKINGGIWNAF IDAEHALDPEYY ALWAL G VN SQPD GEQ 152
NTDB id 453 Spy49 1753c ACI62003.1 EIYGPESSGKTT ANFAQKIRGGIAAF IDAEHALDPEY ABWAL GVN QPD GEQ 1562
NTDB id 408 SMU RS09530 WP 002262392.1 EIYGPESSGKTT AQFNQKGGIWNAF IDAEHALDPEYY ALWAL G VN SQPD GEQ 152
NTDB id 115 BSU 16940 NP 389576.2 E YGPESSGKTT AIRUQNNGG[NEAAF IDAEHALDPYY A[NMYL GVN SQPD 137
NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT AIRUQK[NGGIWNA IDAERJA DPIAY AYWALGVN SQPD 139
NTDB id 1313 DR RS12030 WP 010888966.1 RIPEIYGPESEGKTT SQPDRIGEQALETII 151
NTDB id 1245 Cj1673c YP 002345041.1 EIYGPESSGKTT fi SQPDIGEQALEIYY 138
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT L SQPD GEQALEI|I® 140
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT L SQPD GEQALEI|H 140
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT F SQPDNGEQALETIL 147
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT T| SQPDRIGEQALEI 155
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT UGAF DAEHARDPWNUYAJRNLGVIY ELM SQPD GEQALEI 139
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \UAF DAEHARDPUYABMISLGVIY ELM SQPD GEQALEI 139
NTDB id 1123 0OK783 RS03845 WP 003688695.1 EI GPESSGKTT UGAEF DAEHAJJDPUUYAIANLGVIY EL) SQPD GEQALEI 139
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT I§ LL SQPD GEQALEIMN 147
NTDB id 1165 A1552VC RS01565 WP 000344154.1 EI GPESSGKTT DELL SQPD GEQALEI[S 138
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT DELL SQPD GEQALETI[S 138
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INMAFTDAEHALDPNYARISLGV  DNLL SQPDRGEQALEIRN 138
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT INMAFIDAEHALDPWNYAJASLGV DILL SQPDBIGEQALEIJA 138
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALETIpN 138
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NTDB id 25181 MCAP RS02785 WP 041594345.1 VDSVAALVPKE G MBD[] GLQAR . 232
NTDB id 600 KW2 RS01765 WP 011675413.1 VV DSVAALVPKAEI G NMGDSHJVGLQAR . 232
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 231
NTDB id 228 SPD RS09265 WP 001085462.1 VVVDSVAALVP AEI GDWGDSHVGLQAR . 231
NTDB id 194 SPR RS08825 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 231
NTDB id 159 SP RS09750 WP 001085462.1 VVVDSVAALVP AEI GDNGDSHVGLQAR . 231
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP AEI GDHGDSHVGLQAR . 231
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 231
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVP AEI GDpGDSHVGLQAR . 231
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 231
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 216
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP AEI G MGD HVGLQAR . 218
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALWP AEI GDMGDSMEGLQAR . 230
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALWPKAET GDMGD@NHVGLQAR 218
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALWPKAEI GDMGD@WNHVGLQAR 220
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALWPKAEI GDMGD@WMHVGLQAR 220
NTDB id 1334 RAOC RS04870 WP 004918236.1 VVVDSVAALWPKAEI GDMGDS  GLEIAR . 226
NTDB id 1389 A4U84 RSO07560 WP 021112712.1 VDSVAALWPKAETI GDMGDSH GLQAR . 234
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 218
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 218
NTDB id 1123 0K783 RS03845 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 218
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVPKAEI G MGD [WgGLQAR . 226
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWPKAET G MGDSH GLQAR . 217
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALWPKAETI G MGDSH GLQAR . 217
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALWPKAET G MGDSH GLQAR . 217
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAETI G MGDSH GLQAR . 217
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVPKAEI G MGD HVGLQAR . 217
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NTDB id 25181 MCAP RS02785 WP 041594345.1 R SENILSNS ..... D 307
NTDB id 600 KW2 RS01765 WP 011675413.1 HIGSTKIEEGS. KVVKNKVAPPF N 311
NTDB id 269 KZH43 RS08665 WP 001085462.1 RIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 228 SPD RS09265 WP 001085462.1 BIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 194 SPR RS08825 WP 001085462.1 RIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 159 SP RS09750 WP 001085462.1 MIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 499 SM12261 RS08315 WP 078228268.1 HIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 453 Spy49 1753c ACI62003.1 BGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 310
NTDB id 408 SMU RS09530 WP 002262392.1 RIGNTQIKGTG. KVVKNKVAPPF IRYGEGIS K 310
NTDB id 115 BSU 16940 NP 389576.2 BRAEQLKQGN. .. .. KVVKNKVAPPF IMYGEGIS D 291
NTDB id 625 LCA RS02525 WP 011374196.1 BRAETIKNGT. .. .. KVVKNKVAPPF D 293
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KVKNKVAPF G 306
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF DY 293
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 295
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 295
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 306
NTDB id 1389 A4U84 RS07560 WP 021112712.1 BRICGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 309
NTDB id 1130 NGFG RS03960 WP 003688695.1 SRITGS. .. .I.KKGEEV KV KNKVAPPF D 293
NTDB id 1124 NGFG RS03960 WP 003688695.1 RTGS . ...I.KKG KV KNKVAPPF D 293
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I1.KKG KV KNKVAPPF D 293
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF D 301
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. 1.KEG KVVKNK APF D 292
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. 1.KEG KVVKNK AIPF D 292
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF D 292
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .. V.KEG KVVKNK APPF D 292
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D 292
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