
logo MIVSMDVIKRVYQYAEPNLFSLVGWMGMLGFPAYYF IWEYWFPQSYENLGLRCAAAVLFGGLVFRDSMPKKWQRYMPGYFL
NTDB id 251754 FORC73 RS16420 WP 080286462.1 MIVSMDVIKRVYQYAEPNLFLVGWMGMLGFPAYYFIWEYWFPQSYENLGLRCAAAVLFGGLVFRDSMPKKWQRYMPGYFL 80
NTDB id 1162 A1552VC RS17020 WP 001882375.1 MIVSMDVIKRVYQYAEPNLSLVGWMGMLGFPAYYFIWEYWFPQSYENLGLRCAAAVLFGGLVFRDSMPKKWQRYMPGYFL 80
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FTIGFCLPFFFAFMMLMNDWSTIWAMSFMAS I FLHI LLVHDTRVMALQALFSVLVAYLAVYGLTDFHPTTL I EWQYIP I F
NTDB id 251754 FORC73 RS16420 WP 080286462.1 FTIGFCLPFFFAFMMLMNDWSTIWAMSFMASIFLHILLVHDTRVMALQALFSVLVAYLAVYGLTDFHPTTLIEWQYIPIF 160
NTDB id 1162 A1552VC RS17020 WP 001882375.1 FTIGFCLPFFFAFMMLMNDWSTIWAMSFMASIFLHILLVHDTRVMALQALFSVLVAYLAVYGLTDFHPTTLIEWQYIPIF 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LFTYVFGNLCFFRNQI SHETKVS IAKTFGAGIAHEMRNPLSALKTS IDVVRTMIPKPQTAAHTDYSLDAQELDLLHQI LN
NTDB id 251754 FORC73 RS16420 WP 080286462.1 LFTYVFGNLCFFRNQISHETKVSIAKTFGAGIAHEMRNPLSALKTSIDVVRTMIPKPQTAAHTDYSLDAQELDLLHQILN 240
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LFTYVFGNLCFFRNQISHETKVSIAKTFGAGIAHEMRNPLSALKTSIDVVRTMIPKPQTAAHTDYSLDAQELDLLHQILN 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EADDVIYSGNNAIDLLLTS IDENRVSPASFKKHSVVDVI EKAVKTFPYKNAADQHSVELEVHQPFDFFGSDTLLTYALFN
NTDB id 251754 FORC73 RS16420 WP 080286462.1 EADDVIYSGNNAIDLLLTSIDENRVSPASFKKHSVVDVIEKAVKTFPYKNAADQHSVELEVHQPFDFFGSDTLLTYALFN 320
NTDB id 1162 A1552VC RS17020 WP 001882375.1 EADDVIYSGNNAIDLLLTSIDENRVSPASFKKHSVVDVIEKAVKTFPYKNAADQHSVELEVHQPFDFFGSDTLLTYALFN 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLKNAFYYQKEHFSVCR I S I EQTSEHNL IRVRDNGVGIAPEMLEDI FRDFYTFGKNGSYGLGLPFCRKVMSAFGGTIRCAS
NTDB id 251754 FORC73 RS16420 WP 080286462.1 LLKNAFYYQKEHFSVRISIEQTSEHNLIRVRDNGVGIAPEMLEDIFRDFYTFGKNGSYGLGLPFCRKVMSAFGGTIRCAS 400
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LLKNAFYYQKEHFSVCISIEQTSEHNLIRVRDNGVGIAPEMLEDIFRDFYTFGKNGSYGLGLPFCRKVMSAFGGTIRCAS 400
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QQGQWTEFVLSFPRYDSDTVNE IKTELLKTKSL IY IGSNQAIVRELNQLAVEDEFGFTAI SAQQAVRRQDYEFEFDL I LL
NTDB id 251754 FORC73 RS16420 WP 080286462.1 QQGQWTEFVLSFPRYDSDTVNEIKTELLKTKSLIYIGSNQAIVRELNQLAVEDEFGFTAISAQQAVRRQDYEFEFDLILL 480
NTDB id 1162 A1552VC RS17020 WP 001882375.1 QQGQWTEFVLSFPRYDSDTVNEIKTELLKTKSLIYIGSNQAIVRELNQLAVEDEFGFTAISAQQAVRRQDYEFEFDLILL 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DLDDATAQGELLPKLEGTLSFAEGC IGYVYDPGKTYAVNINRYLR IQP I S IHS I LRKPRKI I ERLLFEQESLSMNRNVIP
NTDB id 251754 FORC73 RS16420 WP 080286462.1 DLDDATAQGELLPKLEGTLSFAEGCIGYVYDPGKTYAVNINRYLRIQPISIHSILRKPRKIIERLLFEQESLSMNRNVIP 560
NTDB id 1162 A1552VC RS17020 WP 001882375.1 DLDDATAQGELLPKLEGTLSFAEGCIGYVYDPGKTYAVNINRYLRIQPISIHSILRKPRKIIERLLFEQESLSMNRNVIP 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo LQKSRHERR I LVVDDNQS IRTFTAI LLEQQGYEVVQANDGSEVLKHMESQNIDLVLMDI EMPNVGGLEATRL IRDNSEHEY
NTDB id 251754 FORC73 RS16420 WP 080286462.1 LQKSRHERRILVVDDNQSIRTFTAILLEQQGYEVVQANDGSEVLKHMESQNIDLVLMDIEMPNVGGLEATRLIRDSEHEY 640
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LQKSRHERRILVVDDNQSIRTFTAILLEQQGYEVVQANDGSEVLKHMESQNIDLVLMDIEMPNVGGLEATRLIRNSEHEY 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!

logo KNIP I IGYTGDNSPKTLALVQTSGMNDF IVKPADRDVLLNKVAAWV
NTDB id 251754 FORC73 RS16420 WP 080286462.1 KNIPIIGYTGDNSPKTLALVQTSGMNDFIVKPADRDVLLNKVAAWV 686
NTDB id 1162 A1552VC RS17020 WP 001882375.1 KNIPIIGYTGDNSPKTLALVQTSGMNDFIVKPADRDVLLNKVAAWV 686
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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