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NTDB id 25173 AMB RS10555 WP 011384491.1 MAKSPSSQFVCQECGAVTRKWAGKCEACGAWNSITEEAAREEVPKGLTAG......KGKRIEFVGLEGSAAPLARWLTGIGELDR 79
NTDB id 125 BSU 00870 NP 387968.1 .MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIE..TSEEPRVKTQLGEFNR 82
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVT..SINVNRTKTEMEEFNR 79
NTDB id 279 KZH43 RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVT..SINVNRTKTEMEEFNR 79
NTDB id 238 SPD RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVT..SINVNRTKTEMEEFNR 79
NTDB id 204 SPR RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVT..SINVNRTKTEMEEFNR 79
NTDB id 169 SP RS00155 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVT..SINVNRTKTEMEEFNR 79
NTDB id 509 SM12261 RS00130 WP 078228442.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPMKLAEVT..SINVNRTKTEMEEFNR 79
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NTDB id 25173 AMB RS10555 WP 011384491.1 VCGGGLVPGSCLLVGGDPGIGKSTLLLQATARLSSQ.ISVAYISGEEAVDQVRMRAARLGYAKATVALASAGSLRDIIASLDQPD 163
NTDB id 125 BSU 00870 NP 387968.1 VLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYISSA.IQEM 166
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAE.VERI 162
NTDB id 279 KZH43 RS00140 WP 074017595.1 VLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAE.VERI 162
NTDB id 238 SPD RS00140 WP 074017595.1 VLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAE.VERI 162
NTDB id 204 SPR RS00140 WP 074017595.1 VLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAE.VERI 162
NTDB id 169 SP RS00155 WP 074017595.1 VLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAE.VERI 162
NTDB id 509 SM12261 RS00130 WP 078228442.1 VLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRTE.VERI 162
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NTDB id 25173 AMB RS10555 WP 011384491.1 APQVVVIDSIQTVYADNIESAPGTVSQVRACAAELIRLAKRRGFVLFLVGHVTKEGTIAGPRVLEHMVDTVLYFEGDRGHQFRIL 248
NTDB id 125 BSU 00870 NP 387968.1 NPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRIL 251
NTDB id 537 SMSK321 RS07120 WP 080550752.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 279 KZH43 RS00140 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 238 SPD RS00140 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 204 SPR RS00140 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 169 SP RS00155 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 509 SM12261 RS00130 WP 078228442.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
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NTDB id 25173 AMB RS10555 WP 011384491.1 RAVKNRFGATDEIGVFEMTEGGLSEVANPSALFLAERRGNVSGSCVFAGMEGTRPMLVEIQALVAPSSLSSPRRAVVGWDTNRLS 333
NTDB id 125 BSU 00870 NP 387968.1 RAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVS 336
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 279 KZH43 RS00140 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 238 SPD RS00140 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 204 SPR RS00140 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 169 SP RS00155 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 509 SM12261 RS00130 WP 078228442.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
consensus !!!!!!!!*!*!*!*!!!***!!*!!*!!!**!!*!!*****!!*****!!!!!!*!*!*!!!**!*******!***!*!*!!*!



logo

M
L
L
V
I
L
MAVLDEAKRCVAGLALLSQGNNQDVAYLNKVSAGGLVRKI

L
A
DEPAAIDLAI

V
V
A
A
I
V
S
A
L
I
V
ASSAFYRSKDTVKPPVTPNAPADQDMEVCVFFIVGE I

V
LGLSTGEVIRARVASNQRAIDETQRLVIKNEAAKLGF

NTDB id 25173 AMB RS10555 WP 011384491.1 MVLAVLDARCGLALSGNDVYLNVAGGLRIAEPAADLAVAAALVSSASDVPVPADMVVFGEIGLSGEVRAVAQADTRLKEAAKLGF 418
NTDB id 125 BSU 00870 NP 387968.1 LLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGF 421
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 279 KZH43 RS00140 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 238 SPD RS00140 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 204 SPR RS00140 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 169 SP RS00155 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 509 SM12261 RS00130 WP 078228442.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
consensus ***!!!**!*!!*!***!*!!**!!!****!!!*!!!******!!**!*!********!!*!!*!!*!*!*****!**!!!!!!!

logo

A
K
T
Q
R
K
A
M
I
I
L
Y
I
VPAKARNNPSRLDKTDKGGGAAGAWIGTKSPLPLMKAGE I ERQSVIGHVALTNTVIAQDEAVLGRKLTKFSVLRFGHAEG

NTDB id 25173 AMB RS10555 WP 011384491.1 AQALVPARPRKDKGGGAAGAGSPLAIRSIGHL..QDVLGLFRHE 460
NTDB id 125 BSU 00870 NP 387968.1 KRMIIPAANLD.......GWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TKIYVPKNSLT.......GITPPMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 TKIYVPKNSLT.......GITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 TKIYVPKNSLT.......GITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 TKIYVPKNSLT.......GITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 TKIYVPKNSLT.......GITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 TKIYVPKNSLT.......GITPPKEIQVIGVTTIQEVLKKVFA. 453
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