logo

NTDB id 251708 BXPO7 RS07690
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 251708 BXPO7 RS07690
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 251708 BXPO7 RS07690
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 251708 BXPO7 RS07690
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 251708 BXPO7 RS07690
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 251708 BXPO7 RS07690
NTDB id 1219 C694 RS00105 WP
consensus

logo

NTDB id 251708 BXPO7 RS07690
NTDB id 1219 C694 RS00105 WP
consensus

WP 000890512.

000890508.1

WP 000890512.

000890508.1

WP 000890512.

000890508. 1

WP 000890512.

000890508. 1

WP 000890512.

000890508.1

WP 000890512.

000890508.1

WP 000890512.

000890508.1

[y

LIRS SR L e UMY L TR AL

MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD
MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALD
N

a5 A Al N

SLEKVVARLVVKRRKIDHQQNIQ DSIHYLQAILNQFENKEVYENQYFLVLESEHSL GVLEHKKKSLMHANRENFKDILS
SLEKVVARLVVKRRKIDHQQNIQ DSWYLQAILNQFENKEVYENQYFLVLESWHSLEIGVLEHKKKSLMHANRENFKDILS
Pt

M L QA RLLEV YL L SRS TR AT

YKAHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSHTFEKDYFIQESFNQKTYN|

YKAHFLQETLKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSMTFEKDYFIQESFNQKTYN
PELE et e rrrrrrrnt

L RER SALLIE D5 STLHAEAE SRR U

RLIGIKAYESERITSIA GUYLLYQETPLDIIFSIEPMSV KTLEFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFA
RLIGIKAYESERITSIA GELLYQETPLDIIFSIEPMSVEIKTLEFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKF A
P rrrnnd

LI SLEATOL LBV VETE AR AT L VFERL

LNILIKAPSLENLDAQTSLVLGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN|
LNILIKAPSLENLDAQTSLVLGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKAN
PELLE e rrrrrrrrrrret

9 AR AR AL AT SO SN LR

SWGNSPLSVFKNLDYSPFLFNFHNQEVSHRINAKEIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL

SWGNSPLSVFKNLDYSPFLFNFHNQEVSHJANAKETARVNGHTLITIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGL
PELL b b r e bbbt et

(MR S L O SPHS FLL SRREAL) AL KL

YSFTKFFKGHYHDGQSFSINPFCLEPNLONLEFLQSFFLSMFDLAPSRDKEALEDMNA IISAIKSLYETLYPKAFSLLDF

YSFTKFFKGHYHDGQSFSINPFCLEPNLONLEFLQSFFLSMFDLAPSRDKEALEDMNA RISAIKSLYETLYPKAFSLLDF
P rrrrrrn

80

160
160

240
240

320
320

400
400

480
480

560
560



NTDB id 251708 BXPO7 RS07690 WP 000890512.1 |@d LDINITONPKDLGLLAYYLFYKILEESRKNDSGFLVFLD 640

NTDB id 1219 C694 RS00105 WP 000890508.1 KE LDINITOQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLD 640

consensus rrrrrrrrrrnnd rrrrrrrrrrrrrrrrrrrrrrrrrrret trorrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrnnd

NTDB id 251708 BXPO7 RS07690 WP 000890512.1 |HWESRANNIIN KINALITQARKANGVVVLALQDIY GVKNAHSFLSNMGTLILYPQKNARELKHBIFNVPLSETEIS 720

NTDB id 1219 C694 RS00105 WP 000890508.1 EFKSYVENDL KINALITQARKANGVVVLALQDIY GVKNAHSFLSNMGTLILYPQKNARELKH FNVPLSETEIS 720
1 11 1

consensus rrrrrrrrrrrrrn A e e e trrrrrrrrrrrrrrrrrrrrrrrrrxrrrrrrrrnnd

gt S

NTDB id 251708 BXPO7 RS07690 WP 000890512.1 |BHINNIRNEN:ARY GNGSSNMIDVSLESLGRYLKIFNSDSSHVIJKVKALQKDYPTEWREKLL S 787
NTDB id 1219 C694 RS00105 WP 000890508.1 FLENTPLYARQV GNGSSNMIDVSLESLGRYLKIFNSDSSHVEKVKALQKDYPTEWREKLL § 787
]

consensus rrrrrrrrrrrrrrrd trrrrrrrrrrrrrrrrrrrrrrrrrrrr o rrrrrrrrrrrrrrr bkl

L

X non conserved
B similar
>507% conserved



