
logo MLAQSKKMRWENI
VQERCPDEQDQKLVKNESFLTVENQLHNITPLVASLLLVKNRGFMDTTAVEASARELFLHTVDKADAQDTFHYDPFELLMHKDGMDKEKAAVADRIKQQAIDSHQNQ

NTDB id 251362 CR091 RS22645 WP 028411690.1 MLQSKKRWNVQECDEQLVNEFVENLNITPLVASLLLNRGMTTVEAAREFLHVDAQTFHDPFLLHDMDKAVARIQQAIDHN 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !! !! *! ! ! !*!*!!!!!!!!!* !! ! ! !! !!! !*!!! ** ! ! !! !!! **

logo EKIMIYGDYDADGVSTSTSVMLHSATLQKQLGSADQTVDFYIPDNRFKTEGYGPNEKAQAFDRKS IKNAEGRGFYQSL IV ITVDTGIASAVEHEATAKVYAKREL
NTDB id 251362 CR091 RS22645 WP 028411690.1 EKIMIYGDYDADGVSSTSVMLSALQQLGADTDFYIPNRFTEGYGPNKAAFDKINAGGYQLVITVDTGISAVEETAYAREL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!!!!!!!!!!!!!*!!!!!!* !! ! ! !!!!! !! !!!!!! !! ! !* !*!!!!!!! !!*! !*!!

logo

D
G
F
LDLVI ITDHHEPGPEVLPDAVRYAI IVHPKLQPGCSTYPFKELAGVGVAFKLAHALLGELPDEEHLLDELAAVIGTIADLVPLHVDENRL I

NTDB id 251362 CR091 RS22645 WP 028411690.1 DFDLIITDHHEPGPVLPDAYAIIHPKLPGSTYPFKELAGVGVAFKLAHALLGELPEHLLELAVIGTIADLVPLVDENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!!!!!!!!!! !!! !!*!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!**!!*!! !!!!!!!!!!*!!!!!!

logo ARTKLGLDERYLKRLRTKNRLTGI
L
E
K
A
EL ILKSLVCSGGVDKI

R
E
GEAINTEDETI

VGFAQLMAPR I
LNAVGR I

L
E
Q
D
QADPAVHLLMS

T
E
T
D
N
A
S
E
FEAEKEGLAAKE IDAQLNKE

NTDB id 251362 CR091 RS22645 WP 028411690.1 ARKGLDYLKLTKRTGIEALLSVCGVKREEITEDTIGFAMAPRINAVGRLQDADPAVHLLMTTNAEEAKGLAKEIDALNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !!* !* ! ! !* !* **! ! !*!*!! *!!!*!!!!!* !!!!!!!!!* !! !! !!! !!!!
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NTDB id 251362 CR091 RS22645 WP 028411690.1 RQQIVNDITEEAVEFVESMYPPDENSVLIVEGEGWNAGVVGIVASRLVEKFYRPTIVLSVDSENRIAKGSARSIQGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! *!*!!*! !! ****** **! !!!*!!!!!!!!*!!**!!!! !!! *! ! !!!!!!!!! !! !!
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NTDB id 251362 CR091 RS22645 WP 028411690.1 ANLSKCRDILPHFGGHPMAAGMTLNSEDVEELRRRLNEQASNVLTQQDFIPITSVDTVCKTEEITLENIEQMSALAPFGM 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !! !!!!!!!!!!!!!!!!!!! !!!**!! !!!! ! ! !! !!!!* !! !! !*!!*! ! ! ! !!!!
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NTDB id 251362 CR091 RS22645 WP 028411690.1 HNPKPKVLIKDVHTTSMRKIGANKNHLKLVFEDSGVSVDAVGFGLGYILDEVSPIAKVSLVGELSINEWNNMRKPQLMVE 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus *!!!!*!!* * *!!!!!!! !*!* *!*!!! ! * * * ! **!*!!!*!!!!!!! *!!!!!*
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NTDB id 251362 CR091 RS22645 WP 028411690.1 DISVDEWQMFDYRSAVDVKRFFEQVFTDQMKVVAFHDSTIDKYKSMLPMEHVVLIQNEEQAKACMFAGEQIVLLDLPPSQ 640
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! ! !!!*!! ! *** *! !** * * * *!**! *!!!!* ! !!!!!*!!!
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KHKGWSKVETIDNFMATKVFFDELEG
NTDB id 251362 CR091 RS22645 WP 028411690.1 KWLEALFVQGIPSRIYAIFLTEEDHYFDTIPTRDHFKWFYGFLAKKGPFDLKRYKEDLAIHKGWSKETIDFMAKVFFELE 720
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus ! ! ! !!! !!! *!!!* ! ! !!!!!!*!*!! !*!*!!*!** *!! !!!!! !!! !! !!!!*!
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NTDB id 251362 CR091 RS22645 WP 028411690.1 FVTINNGLISLVKNSTKRDLIESATYRQKQQQIEIEKNFIYTSYVQLKNQFQDIFKRSIE........ 780
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !! ! !!**!*! !!!! *! !! !!! *!** !*! !! * * ! !********
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