
logo MLAELS IKNFAI IDEELSTVSFEKRGLTVLTGETGAGKS I I IDA I SLLVGGRGSSEFVRHYGETADKRAE I
LEGLFLFLDEESEGQHPSVHLEGKV

NTDB id 251357 CR091 RS21750 WP 028411588.1 MLAELSIKNFAIIDELSVSFEKGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRHGTDRAEIEGLFLFDEEQHPSHEK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
consensus !!!!!!!!!!!!!*!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! *!!*!!!!! * * !! *
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VGQRLTL ILDIHGQHDEHNQDLLMENDQDENRHLQTLLDKQFYAGGAEEKVEESAL

NTDB id 251357 CR091 RS21750 WP 028411588.1 AKQVGLEVEDGMIVLRRDITTNGKSICRINGKLVTLAILREVGQTLIDIHGQHEHQDLMNQDRHLTLLDQYGGEKVEEAL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus * !**! ! !!!*!!!!*! !!!*!!*!!!!!!*! !!!*! !*!!!!!!**! !! * !! !!! **! !! !!

logo

K
T
E
TYQREGVFYQSRYTVKSLKLKKQLDKQLSTENSEQEQMAHRLDL IQFQLDEE I EKASAKNLEQLNEDEEQLNQEERLQKQI SNFEKIYETSLNQDNAYNALHRGS

NTDB id 251357 CR091 RS21750 WP 028411588.1 TEYREVFSRYTSLKKQLDQLTENEQQMAHRLDLIQFQLDEIKAANLQLNEDEELNEERLKISNFEKIYTSLNDAYNALHG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus ! ! * !! ! ! ! !!*! !! !!!!!!!!!!!!*!! ! ! !!!!! !*!!! !!!!!!!! !!* !!!!!*

logo EHQGQGLDWVGMVAMSANHQLTEDI SDS ILENEKNPLYAKEKI
MSE I

S
I
VSNSSFYYLQLEDASTFYKQI

MRNQMQLDELLEFDPEKRLDNFYI EATRLNE IKNHQLKRKYGAQST
NTDB id 251357 CR091 RS21750 WP 028411588.1 EHQGLDWVGVAMNHTEDISSLEKNYAEISEIISSSFYQLEDASYKIRQQLDLLEFDPKRLDFIEARLNEINHLKRKYGQS 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus !* !!!!!!*! * !!!! * * *!! *! !*! !!!!** *!* !! !!!!! !! *!! !!!!! *!!!!!! *

logo VDEDE I LEYAASKQI EDEE IDQR I ENRDSTHLVQSKS ILKEKEQLDNSVAGKQDLVALVEAANNVSAQIRKKTLWAKQEKLATDES IHHRELKQESLYMAEKSTTVFDQI
T
E
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NTDB id 251357 CR091 RS21750 WP 028411588.1 VDEILEYAAQIEDEIDRIENRDTHVSKIKEQLNSVAQDLLVEANNVSAIRKKLAQELTDSIHHELQELYMAKTVFQIKFS 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus !**!!!!! !!*!!! !!!!!*!* *! ! !!* !* !!! !!! !!! ! ! ! !!*!! !!! !* ! !
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NTDB id 251357 CR091 RS21750 WP 028411588.1 VVNAGKND..VEVNGERIKFTKDGIDNVEFYISTNPGEPLKPLAKVASGGELSRIMLALKSIFSKHQGVTSIIFDEVDTG 478
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus ! ! *!**** !!! ** ! !!! ! ! !!!!*!!!!!*! !!!!!!!!!!*!!!*!!!!! *! !!!!!!!!!!!!

logo VSGRVAQAS IAGEKIHAKI
VS IVDGSQVLC I STHLPQVAAMADTHLFYIAKE I

LKDGDGRTTTRSVKLPLSTKLDQEKVAKE IGRMIAGAVE I
VTDSLTK

NTDB id 251357 CR091 RS21750 WP 028411588.1 VSGRVAQSIGEKIHAISVDSQVLCISHLPQVAAMADTHLFIAKEIKGDRTTTSVLPLTLDEKVKEIGRMIAGAEITSLTK 558
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!! !*!!!! *!* !!!!!!*!!!!!!!!!!!!!*!!!!*! !!!! ! !!* !!! !!!!!!!! !*! !!!



logo

E
RHAKELLDKLQADKQMVKQTTGI

NTDB id 251357 CR091 RS21750 WP 028411588.1 EHAKELLDLADKMKQTI 575
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus !!!!!! !! *! !
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