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NTDB id 251312 CRN81 RS19535 WP 043614018.1 MFSFFKKKTKPAETPQIETPAP......LAPEQ.....................APAAPETIAPVPEPQREPVAAPIAET 53
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQE.TPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEA 79
consensus !!!!!**! !* *!! *! * ******** *! *********************!* !*!!* * *!* *!*!! ** !
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NTDB id 251312 CRN81 RS19535 WP 043614018.1 .....APASAEA........AVAAI..PDEPVPLKKMSWTERLKAGLAKTRDKLGKQLAGLFGGGKIDEDLYEELETVLL 118
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLI 159
consensus ***** * !! ********!!* **** * * *!* ! !!! !!!!*!!!**! !!!*!!!! ! !!!!!!!!!!!*

logo TAGDMGMDEATEVHYLLMKQDVREGRVSLKGLKDGSNSELKRGALKDEASLQYDL IGKPLEKVPLNVLVPEGTKEKPFVIML
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NTDB id 251312 CRN81 RS19535 WP 043614018.1 TADMGMDATVHLLQDVRERVSLKGLKDSSELKGALKDSLQDLIGPLEVPLNV.EGKKPFVIMMTGVNGAGKTTSIGKLAK 197
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAK 239
consensus !*!!!!*!! *!* !!! !!!!!!!!! !!*!!!!* ! !!! !!! !! **! ! !!!!!* !*!!!!!!!!!!!!!!

logo YFYQASQGKSVLLAAGDTFRAAAREQL IQAWGEGRNNVTVIASQQTGTGDSAAVCFYDAI
VQAAI

KARGIDIVLADTAGRLPTQLHLMEE
NTDB id 251312 CRN81 RS19535 WP 043614018.1 YYQSQGKSVLLAAGDTFRAAAREQLIAWGERNNVTVIAQQGGDSAAVCYDAIQAAIARGIDIVLADTAGRLPTQLHLMEE 277
NTDB id 1118 NGFG RS11455 WP 003696286.1 YFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
consensus !*! !!!!!!!!!!!!!!!!!!!!! !!! !!!!!!! ! !!!!!!!*!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 251312 CRN81 RS19535 WP 043614018.1 IKKVKRVIQKALPDAPHEVVLVLDANIGQNTVNQVKAFDDALGLTGLILTKLDGTAKGGVIAAIAKQRPIPLRFVGVGES 357
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEG 399
consensus !!!!!!!*!!!*! !!!!***!!!!!!!!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!**!!*! !!*!*!**!!!!

logo IDDLRPFDASRADFYI
VDALFLDE

NTDB id 251312 CRN81 RS19535 WP 043614018.1 IDDLRPFDSRDYIDALFE 375
NTDB id 1118 NGFG RS11455 WP 003696286.1 IDDLRPFDARAFVDALLD 417
consensus !!!!!!!! ! **!!! *
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