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NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNK C .RNKTQQSQEA.LSVAA VoY 542
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NTDB id 251310 CRN81 RS17815 WP 011137375.1 I IALKELESDFG SGPQTEV PVVKF IjsIK 222
NTDB id 1110 NGFG RS09235 WP 003689817.1 S LLQELGEGQEE Q 210
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NTDB id 1306 DR RS10060 WP 027479822.1 ..KlGlID DI#R STLPT GEKJV 620
NTDB id 1028 TT RS08215 WP 011173991.1 RLPQDGR peupideyum] DIRR STLPT GEKEW 623
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RLPQDGRIKL MMNATDNIRVSTLPTL GEKIV 299
NTDB id 1293 VP RS12240 WP 005479695.1 RLPQDGRIKLK NINMEYAIDNIRVSTLPTLFGEKIV 299
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RLPQDGRIKLK NINMATDNIRVSTLPTLFGEKIV 299
NTDB id 1251 GC085 RS07725 WP 011946523.1 R 'PQDGEZK K §  AIDFRVSTEPTEJAGEK V R 308
NTDB id 1058 ABD1 RS01615 WP 001274986.1 R PQDGRIKLK N AIDFRVWY LPTLFGEK V R 303
NTDB id 1018 ACIAD RS01685 WP 004920473.1 R PQDGRIKLK §  PIDFRVW LPTLFGEKIV R 303
NTDB id 251310 CRN81 RS17815 WP 011137375.1 l RLPQDGR KL\ . AIDFRVSTLPTL GEKIV R 301
NTDB id 1110 NGFG RS09235 WP 003689817.1 R 290
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NTDB id 251310 CRN81 RS17815 WP 011137375.1 (¢ EAHL L TGPTGSGKTVSLYTLNILN NISTAEDPVEINLPGINQV 381
NTDB id 1110 NGFG RS09235 WP 003689817.1 ¢ QKLEA L TGPTGSGKTVSLYT@LNILNT|® NI TAEDPEMEINLPGINQV 370
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