logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

251309 CRN81 RS17810 WP 011137374.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

251309 CRN81 RS17810 WP 011137374.1
1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

251309 CRN81 RS17810 WP 011137374.1
1252 GC085 RS07730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

AT

GLKD INIF RQLATM
IS ITIFTRQ ATM
O ITIFTRQLATM
FTRQL TM
FTRQL TM
FTRQL TM
F RQLATM
FTRQ ATM
J@IAD IIN\TFTRQLATM

TYID ITIFTRQLATM
Lokokofok |1k | )

< o DRk ek e

LDRLA

Aéﬁﬁ FSLFAK5EK%E*FEAkREﬁSD§

T ETRQLé\T i v.MJA elvegel e e

(B R \. Rt B e,

VK L A

R

L b hig ALRKgK,\.FN, DY Yo EQS

AG PL QAF

JAG PL QAF

AGVPL QAF

B G PLVQAF

AGVPL Q F
AGVPLVQAF
AGVPLVQ F
kx| ok |

iLthLSEE gé

'yIEZFLTglL EF D%

E

I3 RLATY EK EMNL
Ij RLATY EK EMNL
LD LAGYKEK @&
LD LAGYKEK @

LD LATYKEK|E

LD ATYKEKMERS

LDR ATYKEK EREL
LDR AQYKEK EQL
LDR AMYKEK EJRL

b Pokskskskkokx |

k1 Dskk kk Dkkk | x

INSFGA LPAFTQEIV
ISEEGAELPYE TQEV
ANMeF:NN

ESUIGAELPAIRT QENV
SRIF G AL P AlZTIBgV
IQ8F GA ' LP ATV
EWEGAELPAFE T|RUV
ISIFGA LPAFTQIRV
ESIFGA LPAFTQRIV

(S * *kk x| T

141
144
145
147
147
144
144
143
146
146

221
224
225
227
227
224
224
223
226
226



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1112 NGFG RS09215 WP 003689811.1
1113 AAAB5695.1 219..1451( )

1252 GCO85 RS07730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

1169 A1552VC RS11075 WP 000648511.

251309 CRN81 RS17810 WP 011137374.

1169 A1552VC RS11075 WP 000648511.

251309 CRN81 RS17810 WP 011137374.

1169 A1552VC RS11075 WP 000648511.

251309 CRN81 RS17810 WP 011137374.

1

1

1

Yy AMMAEEEA&BS

EASC

A GAT F)Bed MRS
A GiAT FrFlel MRsSh

B Al  FiRARGR
AG Brige Ny s#

B AR FLQNAERIR SIE
V

?:-LA

KFRER DR& {E

,a\\.ig

IQRR DI\ LR PIFGDI

pg):3 DI\ LR PIRGDI

WAl DR ' LRLP GDI

IFIX DR L LP GEI
MUWFDRL L

IA FSRTLAT
IAR RTL I

IAR
WK ARTARF RTL

e oyl e 4T
IAR
ARF RTL T

GDI

* kkkkk |k

RNTEPIZF

L<f=)\

Dkok Lkook Lkokor |

.HCH FPELVLQMVFIGEESGE

BRI TIgAE PIMVL QM VI

} S
BRI FPM LQME
. QRISD I NIABNUT

IGEESG

IGEESG LD MLNKEA FYE
IGEESG LD MLNKEA FYE
IGEESG LDENMLBKVA FYE

MNT)l FPIMV QMVAIGEESGAL JWMLBKVA FYE

QMEAIGEESGALD MLEKVARFYE

.EV WIAE PISMEN OMVAIGEESGALD MLIJKVAN YE

AMYLP F LGNVV

AMY I GJVV

AMYLP F LGWVV
AMYLPIF
AMYLPIF
AMYLPIF
Pk okokok

GSVVR
* %

X non conserved
B similar
>50% conserved

PIF .
AMYLPIFISLGSEV N

GSVV .
GSV V.

QMVAIGEESGALDBMLIKVAW YE

¥ ok %11 NN o ey iy oy ey

Py,

406
407
408
410
410
407
406
405
408
408

At gsTachudl

FAAG P
FAAGVPLVDWULDS
FAAGVPLVDLDS
IR AGVPLV ALDSYY
FAAG PLV ALJ®S
FAAGVPLVDALDS

ko |oskoskoskokokok |okok

EES Q{DE thyAé§YEEEVDU VA<{T§kLE

SEVDHAVD
IWEVDNAVD
* 11 EREE ]

GAL
VAGA
AGA

TAGAR
TAGAJ

* % %

EPAT
WEP I
MEP I

MEPLI
MEPLI

ABIRKENWAK T| GN

GN
GN

*

300
304
305
307
307
304
304
303
306
306

380
383
384
386
386
383
383
382
385
385



