
logo MKQASLQLKRLVSQHQLATLTPQLQQS IKRLLQLSTI
L
D
ELQAQEVEQRAFLLTDENPLLEREGDNEPWLRDGTESAPRGIGADGSVNALQSSSATPELPQQTDE

NTDB id 251304 CRN81 RS15335 WP 099427422.1 MKQALQLKVSQQLTLTPQLQQSIKLLQLSTLDLQAEVERFLLDNPLLERGDEPRDGEAPG..DG...........PEQQD 67
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!! !!!**!!*! !!!!!!!!!*!!!!!!**!! !!! ! *!!!!!! !* ! !* **!!***********! * *

logo SPAPEPAANQEGADHADTAEASYENGSDFSDRDSDGYAGGTELRLSDWGSALDGDFARAKPRKQGSDDEDDFRADPML
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QREFHLLMETQLAGEPLAKLSTDPR

NTDB id 251304 CRN81 RS15335 WP 099427422.1 SPAEA.QEAD..............SRDDGAGELLDWGAG....ARKGDDDDFDPMLNVPCPISLREHLLTQLGELALTDR 128
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus !!**!** !!************** ! * ! !! **** * !*!! !! ***** !!*!* !!**! !**!

logo DKRAGLVVI
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F
LL I EESLDDDEGYLPTGLGSLDE I

L
A
L
A
G
D
NLPALELELVDELSDELAQAVAGLARLMLQQSFDPAGI

VGARSALAECSLTLQLQRRLDPGDESPAGHKAPL
NTDB id 251304 CRN81 RS15335 WP 099427422.1 DRAVVSLLIEELDDDGYLPLGLDELAGNLPLELELDSDELAVGLALLQQFDPAGVGARSLAESLTLQLRRLPGDEPGHAL 208
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD..SPAKPL 238
consensus !***! !!! !!!*!!!* !!!* * !! !!!** !!! *! *!! !!!!!*!!!! !!*!!!!! !!*** !***!

logo ALATIVNREQHLAELLAGAGRDYATRLKKALLRSCVDDAGAELKRADAHQAEL IARRSLANPFHPAGHTAGFGHRAGDEAVDHFYVI
VPDI

V
S
VVRKLTARAGGRWMTAEQLNPRADAVMP

NTDB id 251304 CRN81 RS15335 WP 099427422.1 ALAIVREHLALLGGRDYARLKKLLRCDDAALRDAQALIARLNPHPATGFGHGDVHYVIPDISVRKLRGRWTAELNRAAMP 288
NTDB id 1425 RS RS02020 WP 011000369.1 ALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMP 318
consensus !! !! !! !!**!!! !!!! ! *!!* !* !* !! ! !*!***!!*** **!*!!* !!! * ! ! !!* !!

logo RLR I
VNDRLMYAEQR I

MLARDSHSRAGESGAGAGENLMQSGQKRLQEARWL IVKNIQQRFDTI LKRVASEQAIVERQKQLSFFETHGE I
VAMRPL IVLRDE IADEETLG

NTDB id 251304 CRN81 RS15335 WP 099427422.1 RLRVNRLYERMLADHRA...GGEMSGRLQEARWLVKNIQQRFDTILKVAEAIVERQQLFFEHGEVAMRPLILRDIAEELG 365
NTDB id 1425 RS RS02020 WP 011000369.1 RLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLG 398
consensus !!!*! *! *! *!****** * *!!!!!!!*!!!!!!!!!!!*! !!!!!! !! !!!*!!!!!*!!*!!* !!

logo LHESTI
VSRSVTSTNQKYLMALCTPSMRGLTFELKYFFGSHSLVESTESTGGAEACSASTAIKRAHL IKRGQLMI

V
E
GAEDPRAKKNPLSDSAR IADEALLAGEKQGFIQVVAR

NTDB id 251304 CRN81 RS15335 WP 099427422.1 LHESTVSRSTSQKYLLCSRGLFELKYFFGSSLETESGGECSATAIKAHIRGMIEAEDRAKPLSDSAIADALAKQGIQVAR 445
NTDB id 1425 RS RS02020 WP 011000369.1 LHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVAR 478
consensus !!!!!*!! !**!!* ** ! !!!!!!!!!** !!*!! *! !!!*!*!* ** !!!* !!!!! !!* !* !! !!!

logo RTVAKYREALMKQIPAVNLRKASL
NTDB id 251304 CRN81 RS15335 WP 099427422.1 RTVAKYREAMQIPAVNLRKAL 466
NTDB id 1425 RS RS02020 WP 011000369.1 RTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!* !!!!!!!! !



X non conserved

X similar

X ≥ 50% conserved


