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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 251134 BS636 RS06555 WP 416202911.1 MVEQQPLVLLVDDEEDLCTLMQMSLMRMGIRTHIAHRLEDAKKRLADYQYDACLTDLNLPDGNGLQLLEFISEHHPSLPV 80
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQIGKLARS 155
NTDB id 251134 BS636 RS06555 WP 416202911.1 AVLTAYGNMDIAIAALKAGAFDFVSKPINQKHLEQLLQKALNKPVDYQSSQQDTLEYKMLIGQSKPIQQLRTTLHKIARS 160
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
consensus !**!!!!**!*!!*!!!!!!!!!**!!*** *!**!***!!** * ***** **!*! ! !***!! * !*!!!

logo QAPVYFVI STGESGSTGKELVVARNL IVHERQLGSPNR I
SERGPFVIPAVINCGAIPASTELMESEFLFGHKKGSFTGAI

T
E
QDKQGLFI LQASASHGGTSLFLDE

NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
NTDB id 251134 BS636 RS06555 WP 416202911.1 QAPVFITGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPAELMESELFGHKKGSFTGATQDKQGLIQSAHGGSLFLDE 240
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
NTDB id 251134 BS636 RS06555 WP 416202911.1 IAELPLSMQVKLLRAVQEKRIRPLGSDTEIDVDFRVISASHQDLEAQVQQGKFRQDLFFRIHVMDLVLPPLRERGHDILL 320
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQ......... 386
NTDB id 251134 BS636 RS06555 WP 416202911.1 LAEHFIQKICQEWQIPVKRLTERSKEQLLAQYYPGNVRELRNIIERAITLSDEDMIDIQHLQTAPLRQSFITSEITSNSV 400
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ. 399
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LEDKNI ERKDEKLI ILMLQNALENEMQTRHWNRTALAAQKRKLGLMS
TFRSMLRYRLKKLFGI

LDTDEETEEQEV
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ....E.....GAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 251134 BS636 RS06555 WP 416202911.1 PESNHNTDTFMVPKKLPEEGLELYIEKIEKEILLNALNQTHWNRTLAAKKLGMSFRSLRYRLKKFGLDTDEEE.. 473
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .SIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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