
logo MKKVFLKNGMPVNSFHSALGIKKNHQLMLALALVCTVGVAGI
MGTIASETTVHAATPASPRNHVNPPSLKASNSAPNVYVVKKRGDTLWDI SGKHRFLKNKNPVWRW

NTDB id 251132 BS636 RS06310 WP 099338020.1 MKKVLKGMPSFSALGIKNQMLALAVCVGVGMGTISTTHAAPARNVNPPSLKASAPNVYVVKKGDTLWDISKRFLKNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHAT.SPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! !!* !*!!!!! **!!!!*! !!**!!! !! * *!*!!!!!! !!!!!!!!*!!!!!!!! *!! ! !!

logo PE IWAGSNKQHVKNPHWI FYPGDRLLLMCDSLYDQGRP I
L
I
VGKDEGDGCTVGI INRRYLTGMQTNTHKLQPQVRVEASLNNSTI

VPVIPLAEHIKQQWL
NTDB id 251132 BS636 RS06310 WP 099338020.1 PEIWAGNKHVKNPHWIFPGDRLLMCDYQGRPIIGKDEGDGCTGIINRYLGM.NKLQPQVRVESLNNTIPVIPLAHIQQWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!! ! !!!!!!!!*!!!!!!*! !!!**!!!!!!!! !!! !! ! * *!!!!!!!! !!!**!!!!! !! !!!

logo ENRSYTI
V
L
V
A
P
A
PDS IVETGNTPYI LVGTADQRVLAGKGQKTI

VYARGNQGLEINVGQRYAVYREAGEPYVYFTDANKNGKKHYSTALAGI
LELLQQVASGI

VAV
NTDB id 251132 BS636 RS06310 WP 099338020.1 ERYTVVAPDSVEGTPYILGTADQRVLAGKGQKVYARGNGLEVGQRYAVYREAEPYVFTDANGKKYTAALELQQVASGIAV 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! !****!!* !!!!*!!!!!!!!!!!!! *!!!!*!! !!!!!!!!!*!!! !!! !!!** **!! !!!!!*!!

logo

R
S
G
SEGKDI

VTTLELTDSYNAEVRRGDRVLMPEEYDQAPMTLPTLFYPVDNAEKNQSVTDSGGKQI IVRVLMGS IGRTAAKRHNSVVTI
LDRGTATNQGI

VQSVG
NTDB id 251132 BS636 RS06310 WP 099338020.1 RGEGDVTTLELTDSYNAEVRRGDRVLPEYDPMLPTLFYPVNAENSTSGGQIVRVLGSIGTAARHSVVTIDRGTANGVQSG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !*!!!!!!!!!!!!!!!!!!!*!! * !!!!!!!! ! * ! !! !*!!*!!!! !!**!!!!*!!!! *!*! !

logo

H
QVFYDS IVNTQKQGESVI

V
R
TDPKTKERVI

VQLPGEQQRIGNS ILMVFKRTFDQLSYAYVLDESDELP IKVGASSTIQPSPLQFLDNDE
NTDB id 251132 BS636 RS06310 WP 099338020.1 HVYSVNQKGEVVTDPKTKERVQLPGERIGNIMVFKTFDQLSYAYVLDSELPIKVGATIQPPLLDE 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus *!* * ! !! * !!!!!! *!!!! !! *!!!*!!!!!!!!!!!*!*!!!!!! *!!*! *

X non conserved

X similar

X ≥ 50% conserved


